
 
Supplementary Figure S1. The TCGA data were used to show the diagnostic value of 
PTK6 hypomethylation in HNSC by plotting the ROC curve. 
  



 
Supplementary Figure S2. Methylation, transcriptional, and translational levels 
of PTK6 in HNOK and OSCC cell lines. (a) The methylation of PTK6 was detected 
in HNOK and OSCC cell lines. (b) The mRNA expression of PTK6 in HNOK and 
OSCC cell lines. (c) The protein expression of PTK6 in HNOK and OSCC cell lines. 
(d) The correction of the methylation of PTK6 and the PTK6 transcription level in 
OSCC cell lines. 
  



 
Supplementary Figure S3. Western blot showed the protein expression of PTK6 

in the tongue tissues of the OSCC mice at different time points. 



 

Supplementary Figure S4. Immunohistochemistry staining showed the protein 
expression of PTK6 in the tongue tissues of the OSCC mice at different time points. 
 
  



 
Table S1. The primer sequences were used in bisulfite genomic DNA sequencing 
and qPCR 

 

 

The original sequences detected:  
Human-PTK6 S1: 
CCGGACGGACGAGGAGCTGAGCTTCCGCGCGGGGGACGTCTTCCACGTGG
CC 
Human-PTK6 S2: 
TACCTGGCCGAGAGGGAGACGGTGGAGTCGGAACCGTGCG 
 
CTGGGTGTGGCTGCTTCCCGGCCTGTCATGAGGAAGTGGGACGGCCCGCCTGCC+1AC

GCCCAGCTCTGGGTGCTCCAGCTGGGCCACAGCCTGGTCCTGCCGCTGCGCCCGCCC

GCCATGGTGTCCCGGGACCAGGCTCACCTGGGCCCCAAGTATGTGGGCCTCTGGGACT

TCAAGTCCCGGACGGACGAGGAGCTGAGCTTCCGCGCGGGGGACGTCTTCCACGTGG

CCAGGAAGGAGGAGCAGTGGTGGTGGGCCACGCTGCTGGACGAGGCGGGTGGGGCC

GTGGCCCAGGGCTATGTGCCCCACAACTACCTGGCCGAGAGGGAGACGGTGGAGTCG

GAACCGTGCG 

 



 
Human-PTK6 S1: 

 

 

Human-PTK6 S2: 

  
 

 
(Y means possible methylation sites; orange T means unmethylated cytosines were 
convert to thymine after bisulfite treatment and PCR) 

  



Raw data of western blotting 

 

 

 


