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Supplementary Figure S2. ROC curve analyses of logistic regression and selected parameters separately
(percentage changes of cfDNA, homocysteine, SFRP2, and SDC2 methylation). The highest AUC (0.924) was for
the logistic regression followed by the other markers with 0.887, 0.815, 0.776, and 0.808, respectively. p.c.:
percentage change, MeAF: methylation allele frequency.



