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Figure S4. Interaction networks between miRNAs and predicted targets according to AA and IGF1 treatments. The interaction molecular
networks show the level of relationship between the differentially expressed genes from the transcriptome possibly targeted by the
differentially expressed miRNAs from the microRNAome. miRNAs are represented by pink color, and up- and down-regulated genes are
represented respectively by red and blue colors. Gray boxes are genes added by GeneMANIA to improve the association within the
network. Gray lines show interaction between miRNAs and genes, and purple lines show interaction between the genes.
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Figure S4. Interaction networks between miRNAs and predicted targets according to AA and IGF1 treatments. The interaction molecular networks show the level of relationship between the differentially expressed genes from the transcriptome possibly targeted by the differentially expressed miRNAs from the microRNAome. miRNAs are represented by pink color, and up- and down-regulated genes are represented respectively by red and blue colors. Gray boxes are genes added by GeneMANIA to improve the association within the network. Gray lines show interaction between miRNAs and genes, and purple lines show interaction between the genes.
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Figure S4. Interaction networks between miRNAs and predicted targets according to AA and IGF1 treatments. The interaction molecular
networks show the level of relationship between the differentially expressed genes from the transcriptome possibly targeted by the
differentially expressed miRNAs from the microRNAome. miRNAs are represented by pink color, and up- and down-regulated genes are
represented respectively by red and blue colors. Gray boxes are genes added by GeneMANIA to improve the association within the
network. Gray lines show interaction between miRNAs and genes, and purple lines show interaction between the genes.
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Figure S4. Interaction networks between miRNAs and predicted targets according to AA and IGF1 treatments. The interaction molecular networks show the level of relationship between the differentially expressed genes from the transcriptome possibly targeted by the differentially expressed miRNAs from the microRNAome. miRNAs are represented by pink color, and up- and down-regulated genes are represented respectively by red and blue colors. Gray boxes are genes added by GeneMANIA to improve the association within the network. Gray lines show interaction between miRNAs and genes, and purple lines show interaction between the genes.




