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FcaMTl MSDVKPCN Dsﬂ E DGACAGKKICE KVK@——QSGD@G QDKCKICAGTCNCGKG CTGPGD|CTCDSG|C|SCIKK 74
FcaMT2 MSDTKP|C|- ETTP DK----CGDKICDCKSKTVHTHSEDKE TLEKCKCAGSCKCGKGC|ITGTDNC|TCESGC|SCHK 71
d-like Domain

Supplementary Figure S1. Amino acid alignment of Falcidens caudatus MTs displaying a bidomain
structure, 531 for FcaMT1 and &-likef1 for FcaMT2. Cysteines are highlighted in yellow for the 1 domain,
and in green for the & (above) and &-like (below).



