Table S5 Sequence alignment of variable region in the promoter of CsCBF in 10 cucumber lines

Lines Sequence
cc GATAGTAAAAGAGAAAAGTAGAATHTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA

IOTCYR A TAGTAAAAGAGAAAAGTAGAATCTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA|
9930 GATAGTAAAAGAGAAAAGTAGAATCTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA
HN GATAGTAAAAGAGAAAAGTAGAATCTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA
XSBN GATAGTAAAAGAGAAAAGTAGAATCTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA
HNYH GATAGTAAAAGAGAAAAGTAGAATCTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA
HNHP GATAGTAAAAGAGAAAAGTAGAATCTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA
ZN GATAGTAAAAGAGAAAAGTAGAATCTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA
NT GATAGTAAAAGAGAAAAGTAGAATCTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA
HNND GATAGTAAAAGAGAAAAGTAGAATCTTCGATGGTGAAGAACAAGTCAAAGTGACACATGTCAGTTCCTGA]

cC AGTTGACTCATTGTITATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAAA
ORI N\ G T TGACTCATTGTCTATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAAA
9930 AGTTGACTCATTGTCTATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAAA
HN AGTTGACTCATTGTCTATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAAA
XSBN AGTTGACTCATTGTCTATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAAA
HNYH AGTTGACTCATTGTCTATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAAA
HNHP AGTTGACTCATTGTCTATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAAA
ZN AGTTGACTCATTGTCTATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAAA
NT AGTTGACTCATTGTCTATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAAA
HNND AGTTGACTCATTGTCTATCAATTTTCATTTTTCAAATATCTTTTTAGTATTTTATGAATTTAAAAAAAA!

cC AATAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG
IOT YR A\ A TAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG]
9930 AATAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG
HN AATAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG
XSBN AATAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG
HNHY AATAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG
HNHP AATAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG
ZN AATAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG
NT AATAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG
HNND AATAGAAAAGGGCCAAAGAGAAAAAAATAAAAAAATAAAAAAAAAGGGAAGGTGTCGTTGATGGCGTGGG

cC ) CCTTATCATTTAACTCCGTGTTTCAGTGTTTCACTCTGTTGCTTTCAAT Tig
R1461 8 G “CTTATCATTTAAC GTTTCAGTGTTTCACTCTGTTGCTTTCAATTT
9930 CAGCCAACACAGGCTGGCTCCTTATCATTTAACTCCGTGTTTCAGTGTTTCACTCTGTTGCTTTCAATTH]
HN ) GGCTGGCTCCTTATCATTTAACTCCGTGTTTCAGTGTTTCACTCTGTTGCTTTCAATTT]
XSBN CAGCCAACACAGGCTGGCTCCTTATCATTTAACTCCGTGTTTCAGTGTTTCACTCTGTTGCTTTCAATTH]
HNHY CAGCCAACACAGGCTGGCTCCTTATCATTTAACTCCGTGTTTCAGTGTTTCACTCTGTTGCTTTCAATTH]
HNHP 3 sGCTGGCTCCTTATCATTTAACTCCGTGTTTCAGTGTTTCACTCTGTTGCTTTCAATTH]
ZN ) i GCTCCTTATCATTTAACTCCGTGTTTCAGTGTTTCACTCTGTTGCTTTCAATTT]
NT CAGCCAACAC! CTCCTTATCATTTAACTCCGTGTTTCAGTGTTTCACTCTGTTGCTTTCAATTT
HNND CAGCCAACACAGGCTGGCTCCTTATCATTTAACTCCGTGTTTCAGTGTTTCACTCTGTTGCTTTCAATTH]




