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Supplemental Figure S1.




Supplemental Figure S2.
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ATGGTGAGGGGGAGAGTGGAGCTGAAGAGGAT TCAGAACAAGATCAACCGGCAGG TGACATTCGCCAAGAGGAGGAATGGGCTGCTCAAG
M vVRGRYELI KRTIEUNIEKTIUNRAQQYTTFAIKT RRINTGEGTLTLK

AAGGCCTACGAGCTGTCTGTGCTCTGCGACGCCGAGG TCGCTCTCATCATCTTCTCCAACCGAGGGAAGCTCTATGAGTTCTGCAGCAGC
K A4 YELSVLCDAEVALTITIFS SV NRGEKTLTYETFT CSS

TCCAGCATGTTGAAAACACTGGATAGGTATCAALAMAGCAGTTATGGGCAACCTGATACCAGTGTACAAATAAGGGAGAATCAGTTGCTG
S §SMLKTLDIRTYQKSSYGQPDTSVQIREUNAQLIL

CAGAGTAGTCATCAAGAATACTTGAAACTCAAAGCGCGTGTGGAAGCTTTACAACGATCACAAAGGAATCTICTTGGTGAGGATCTTGGG
Q S SHQEYLIKLTI K ARTYEA AWLAG QRSQRDNLILTGEGETDTLSEG

CCTCTAAGCAGCAAGGAGCTGGAGCAACTCGAAAGACAACTAGACGCATCGTTAAAGCAAATAAGATCAACAAGGACACAGTATATGCTC
PLSSKE ELESGQLETZRQLDASLIEKA®QQTITZ RS STT RTAQYUMNL

GACCAGCTTGCTGACCTTCAAAGAAAGGAACAGATGCTCTGTGAAGCTAACAGAAG TCTCAGGAAGAGG TTGGAAGAAAG TAACCAGGCT
D QL ADLAGQURIEKESQMNMLTCEA AWDNRTGSLRIEKTZ RLTETET STUHNA QA

GACCAGCAGGTCTGGGAGTCCAATGCTAATGCAATAGCATACAGTCGGCAAGCAAATCAACAACAAGGAGAAGAATTCTACCACCCTCTA
D QQV WEGSDNANATILIAY SRQADNQQQGETETFTHTPIL

GATTGCCAGCCCACTCTACAGATTGGGTTCCAACCTGATCAAATGCCTGGTCCGAGTGTGACTGGTTATG TGCAGGGATGGCTTCCGTGA
bpbCqQPTLGQIGFOGQPDQNPGPSVTGYVQGWILP *

ATGGCGAGGGAGAAGATACAGGTGCGGAAGATTGACAACGCGACGGCGAGGCAGG TGACCTTCTCGAAGAGGAGGAGGGGGCTGTTCALG
M AREZKTIOQVRIEKTITDUNATA ARG QYTTFSI KTZRRRGTLTFK

AAGGCCGAGGAGCTCTCCGTCCTCTGCGACGCCGAGG TCGGGCTCATCATCTTCTCCGCCACCGGCAAGCTCTTCGAGTTCGCCAGTTCC
K A EELSVLCDAEVGLTITITFT SATSGI XKTLTFETFASS

AGTATGAAAGATATCATTGAAAAGCGCAGCATGCATTCAAAGGACATATTGCAGGACAAACCATCACTGGACTTGAATTTAGAGAATTGT
S WKDITIET KRS SNHSI KTDTILSO QDI KPS SLDLIUNLETNTC

AATTATTCAAGTCTGACAAAAACAGTCGCGGAGGCAACTCAACAACTAAGAAAGACGAAGGGTGAAGACCTTAAAGGCTTATCGATAGAG
NYSSLTZ KTV VAEATAQQLTZ RIEKTZE KGETDLTEKTGTLSTIE

GAGCTTCAACAGCTAGAGAAAACTCTTCALACTGGG TTAGATCGAGTTCTAGAGAALAAGGG TGAGCAGATTATGAALAGGATCAGTGCT
ELQQLETZ KTLAG QTS GLUDTZ RYLETZKTIE KSEGEA QQTIH®XKE KT ETIS SA

CTTGAAAATAAGGGACTCCAATTAATGGAAGAGAATACACGACTGAGACAACAAATGGAGCTCGATATG TCGACAGTGGGGAAGCAGGTT
LENIKGLAGQLMETEUNTIRLIZERQQMNETLTDIINSTVGKQQYV

GTTACCGGCTCTGAAAATGGATTATATGAAGATGGACAGTCCTCAGAATCAGTCACCAACGCTTCACATTCTGGGGGGCCGCCTCAAGAT
v 1T¢ SENGLYEDGQSSETSVYVTUNASHSGGPPQQD

TATGATGACAGTTTTGACACCTCTCTCAAGTTAGGGCTTICCGTGGAAGGAATCGAAGGGCACGATGATGCAGTAG
YDDSFDTS SLI KLGLUPUWEKET SI KTGTMNMNRQ *
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1 25 S0 75 100 125 150 175 200 228 239
Query se e e e e e
Ol Binding site MAA AA Ak AAAA ALML A

putative phosphorulation site §
dimerization interface

A MM A AAA AN A M AMN
Specific hits r MADS_MEF2_like )
Superfanilies MADS superfamily K-box superfamily |

1 25 S0 75 100 125 150 175 200 225 234

Query seq. e e e iy
ORR bindins site AMMAA AA Ak ALMA AAMA A

putative phosphorylation site j

dimerization interface AL MM A AAA AL A S A M

Specific hits (g MADS_MEF2_like ' S Kebox

Superfanilies MADS superfamily | K-box superfamily ]

B




Supplemental Figure S4. A
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Supplemental Figure S5
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Supplemental Figure S6




Supplemental Figure S7

A NetPhos 3.1a: predicted phosphorylation sites in IISEP3
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B NetPhos 3.1a: predicted phosphorylation sites in [ISVP
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Supplemental Figure S8
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Supplemental Figure S9
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