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Figure S1. Rarefaction curves at an even sampling depth (12,000 quality-filtered reads)
displaying similar bacterial community characterization across treatments. Each symbol
represents the median value from 10 iterations. CCV = offspring of control diet-fed
dams treated with vehicle (n =5), CCCL = offspring of control diet-fed dams treated
with CL316,243 (n =5), HCV = offspring of high-fat diet-fed dams treated with vehicle
(n =4), HCCL = offspring of high-fat diet-fed dams treated with CL316,243 (n =4).
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Figure S2. Distinct metabolite profile from identified metabolites in the (A) cecum and
(B-H) serum from mice exposed to different temperatures. Student’s unpaired, two-
tailed t-test was used for temperature comparisons.



