




















Supplemental TABLE S1: Primers for construction of expression plasmids
Plasmid name Primer name Primer sequences (5' -> 3') Plasmid name Primer name Primer sequences (5' -> 3')
[vPIC components ] [ORF18 ASC mutants]

S2_EcoRI-kshvORF18 catcGAATTCgatgctcggaaaatacgtgtgtgagac *a ph-mKGN-ORF18_ASC1 S mm1 EcoRI KSHV ORF18 catcgaattcgatgctcGCAaaatacgtgtgtgagac *c
As(stp)_kshvORF18-NotI taaGCGGCCGCttaaaccgcgttgttgttaaac *a S mm2 KSHV ORF18 CAGCGcttaggaggGCCatgtggcgctttttgca *b
As2(Nstp)_kshvORF18-NotI gttGCGGCCGCaaccgcgttgttgttaaac *a As_mm2_KSHV_ORF18 ctcctaagCGCTGCgctcagcggctcggtctc *b
S2_EcoRI-kshvORF30 atcGAATTCgatgggtgagccagtggatcctggac *a S mm3 KSHV ORF18 GCAcaaaataagaatGCAaatacattccacgcccaag *b
As(stp)_kshvORF30-NotI tgaGCGGCCGCtcatttcgcaccggtgtctag *a As_mm3_KSHV_ORF18 TGCattcttattttgTGCaaagcgccacatgagcctc *b
As2(Nstp)_kshvORF30-NotI aaaGCGGCCGCtttcgcaccggtgtctaggc *a S_mm4_KSHV_ORF18 caaGCAGCCGCTtttattcatttggttctc *b
S_BamHI-kshvORF24 catGGATCCatggcagcgctcgaggg *a As_mm4_KSHV_ORF18 AGCGGCTGCttgggcgtggaatgtatttaaattc *b
As(stp)_kshvORF24-HindIII, ctaaAAGCTTttagaccagcggacggacgcaac *a S_mm5_KSHV_ORF18 GCAttggttGCCtgcaggatgtacaatttc *b
As2(Nstp)_kshvORF24-HindIII gtcAAGCTTgaccagcggacggacgc *a As_mm5_KSHV_ORF18 GGCaaccaaTGCaataaaacgcagctcttgg *b
S2_EcoRI-kshvORF31 catcGAATTCgatgtcacaaaacagaaagactctgcctgc *a S_mm6_KSHV_ORF18 GCTgtgGCCGCGttaagggaggctactgc *b
As(stp)_kshvORF31-NotI tagGCGGCCGCctacgtatctttcgttgatagcatg *a As_mm6_KSHV_ORF18 CGCGGCcacAGCtagaccgaaattgtacatc *b
As2(Nstp)_kshvORF31-NotI acgGCGGCCGCcgtatctttcgttgatagcatg *a S_mm7_KSHV_ORF18 GCAgtgGCTGCAGCCtttttgtttaatctggg *b
S_XhoI-kshvORF34 cattCTCGAGaatgtttgctttgagctcgc *a As_mm7_KSHV_ORF18 CAGCcacTGCgttttccggggcgatgcg *b
As(stp)_kshvORF34-HindIII ctaaAAGCTTttagagttggttgagtccattctcc *a S_mm8_KSHV_ORF18 GCGGCAGCTctgggaagtgtgctcccc *b
As2(Nstp)_kshvORF34-HindIII actcAAGCTTgagttggttgagtccattctc *a As_mm8_KSHV_ORF18 gAGCTGCCGCaaagtttccgtccaccagg *b
S_XhoI-kshvORF66 cattCTCGAGaatggccctggatcagcgct *a S_mm9_KSHV_ORF18 GCTGCAGCTgtgctcccctgcaggctg *b
As(stp)_kshvORF66-HindIII ctgaAAGCTTtcaggaggaacacttcccgcaacag *a As_mm9_KSHV_ORF18 gggagcacAGCTGCAGCattaaacaaaaagtttccg *b
As2(Nstp)_kshvORF66-HindIII ctccAAGCTTggaggaacacttcccgcaac *a S_mm10_KSHV_ORF18 CAtgcGCTGCGctccttgcggcgggctac *b

As_mm10_KSHV_ORF18 CGCAGCgcaTGCgagcacacttcccagattaaac *b
[Expression control plasmids] S_mm11_KSHV_ORF18 CAGCTgcctttGCAGCCagcgatgaacacgaacg *b

S_EcoRI_mCherry catcGAATTCgatggtgagcaagggcgag *a As_mm11_KSHV_ORF18 CaaaggcAGCTGCgtagcccgccgcaaggag *b
As(stp)_mCherry_SalI tagGTCGACctacttgtacagctcgtccatg *a S_mm12_KSHV_ORF18 CAcgctggGCTGCCttcttcgcccagaagcttttc *b

As_mm12_KSHV_ORF18 GCccagcgTGCgtgttcatcgctgccccaaaag *b
[ORF18 single mutants] S_mm13_KSHV_ORF18 GCAatttgctacGCGatagtctccgggcgtcttatg *b

S_1_KSHV_ORF18_P14A ccgctgagcGCAgggcttaggaggctcatg *b As_mm13_KSHV_ORF18 CGCgtagcaaatTGCaagcttctgggcgaagaag *b
As_ 1_KSHV_ORF18_P14A ctaagcccTGCgctcagcggctcggtctc *b S_mm14_KSHV_ORF18 ccGCAcgtGCTatgccacagaggtctctg *b
S_2_ KSHV_ORF18_G15A ctgagcccgGCGcttaggaggctcatgtgg *b As_mm14_KSHV_ORF18 AGCacgTGCggagactatcaggtagcaaatg *b
As_2_ KSHV_ORF18_G15A ctcctaagCGCcgggctcagcggctcggtc *b
S_3_ KSHV_ORF18_L19A gcttaggaggGCCatgtggcgctttttgcaaaataag *b [ORF18 truncated mutants]
As_3_ KSHV_ORF18_L19A gccacatGGCcctcctaagccccgggctc *b ph-mKGN-ORF18Δ1 S_EcoRI_d1_KSHV-ORF18 gccacGAATTCgtggcgctttttgcaaaataagaatttaaatac *a
S_4_ KSHV_ORF18_L24A gtggcgctttGCAcaaaataagaatttaaatac *b S_d2_KSHV-ORF18-2 GAGGCTCATGcatttggttctctgcaggatg *d
AS_4_ KSHV_ORF18_L24A cttattttgTGCaaagcgccacatgagcctc *b As_d2_KSHV-ORF18-2 gaaccaaatgCATGAGCCTCCTAAGCCCC *d
S_5_KSHV_ORF18_L29A gaatGCAaatacattccacgcccaag *b S_d3_KSHV-ORF18 GCGTTTTATCactgccaatgccgggacctac *d
As_5_KSHV_ORF18_L29A cgtggaatgtattTGCattcttattttgcaaaaag *b As_d3_KSHV-ORF18 cattggcagtGATAAAACGCAGCTCTTGGGC *d
S_6_KSHV_ORF18_E36A cattccacgcccaaGCActgcgttttattcatttg *b S_d4_KSHV-ORF18 GTTAAGGGAGGCTtggaagctcgtgtacgatgg *d
As_6_KSHV_ORF18_E36A cagTGCttgggcgtggaatgtatttaaattc *b As_d4_KSHV-ORF18 cgagcttccaAGCCTCCCTTAACAGGTACAC *d
S_7_KSHV_ORF18_L37A ccaagagGCCcgttttattcatttggttc *b S_d5_KSHV-ORF18 AGGTGgaggcataccgggacagcc *d
As_7_KSHV_ORF18_L37A gaataaaacgGGCctcttgggcgtggaatg *b As_d5_KSHV-ORF18 ggtatgcctcCACCTCCGCAGGAACCTTG *d
S_8_KSHV_ORF18_R38A caagagctgGCTtttattcatttggttctc *b S_d6_KSHV-ORF18 GCTGCTGTGTctggcgaattatctgtttcacc *d
As_8_KSHV_ORF18_R38A gaataaaAGCcagctcttgggcgtggaatg *b As_d6_KSHV-ORF18 gataattcgccagACACAGCAGCATCTCGCTG *d
S_9_KSHV_ORF18_H41A gttttattGCAttggttctctgcaggatg *b S_d7_KSHV-ORF18 CTTGAGGGGCaacctggtggacggaaactttttg *d
As_9_KSHV_ORF18_H41A gagaaccaaTGCaataaaacgcagctcttg *b As_d7_KSHV-ORF18 ccaggttGCCCCTCAAGAGCCCCAC *d
S_10_KSHV_ORF18_L44A catttggttGCCtgcaggatgtacaatttc *b S_d8_KSHV-ORF18-2 CCCCGGAActtgcggcgggctactg *d
As_10_KSHV_ORF18_L44A catcctgcaGGCaaccaaatgaataaaacg *b As_d8_KSHV-ORF18-2 ccgcaagTTCCGGGGCGATGCGAAC *d
S_11_KSHV_ORF18_P156A gtgtgctcGCAtgcaggctgctccttgcg *b S_d9_KSHV-ORF18 CAGGCTGCTCttcttcgcccagaagcttttc *d
As_11_KSHV_ORF18_P156A cagcctgcaTGCgagcacacttcccagattaaac *b As_d9_KSHV-ORF18 gcgaagaaGAGCAGCCTGCAGGGGAG *d
S_12_KSHV_ORF18_R158A cctgcGCTctgctccttgcggcgggc *b S_d10_KSHV-ORF18 CTGGGTGCGTaggtctctgctagtttgggc *d
As_12_KSHV_ORF18_R158A cgcaaggagcagAGCgcaggggagcacacttcc *b As_d10_KSHV-ORF18 cagagacctACGCACCCAGCGTTCGTG *d
S_13_KSHV_ORF18_L159A cctgcaggGCGctccttgcggcgggctac *b S_d11_KSHV-ORF18 CTTATGCCACAGcgcgacatccgctccatgtac *d
As_13_KSHV_ORF18_L159A cgcaaggagCGCcctgcaggggagcacacttc *b As_d11_KSHV-ORF18 gatgtcgcgCTGTGGCATAAGACGCCC *d
S_14_KSHV_ORF18_C166A ggctacGCActcgccttttggggcagc *b S_d12_KSHV-ORF18 GCAGTCTGTccgtccgaagcgcagc *d
As_14_KSHV_ORF18_C166A caaaaggcgagTGCgtagcccgccgcaaggag *b As_d12_KSHV-ORF18 cttcggacggACAGACTGCCTCCACCG *d
S_15_KSHV_ORF18_L167A ggctactgcGCTgccttttggggcagcgatg *b ph-mKGN-ORF18Δ13 As(stp)_ NotI _d13_KSHV-ORF18 taaGCGGCCGCttaagccggaagataacccg *a
As_15_KSHV_ORF18_L167A caaaaggcAGCgcagtagcccgccgcaag *b
S_16_KSHV_ORF18_W170A cgcctttGCAggcagcgatgaacacgaac *b [Sub-cloning into 2xS tag expression plasmids]
As_16_KSHV_ORF18_W170A catcgctgccTGCaaaggcgaggcagtagcc *b S_EcoRI_ORF18 catGAATTCatgctcggaaaatacgtgtgtg *a
S_17_KSHV_ORF18_G171A cgccttttggGCCagcgatgaacacgaacg *b As_ORF18(stp)_MluI taaACGCGTttaaaccgcgttgttgttaaac *a
As_17_KSHV_ORF18_G171A catcgctGGCccaaaaggcgaggcagtag *b *a : Uppercase indicates restriction enzyme site

*b : Uppercase indicates mutagenesis sites
*c : Uppercase indicates mutagenesis sites, underlined lowercase indicates restriction enzyme site
*d : Uppercase indicates N-terminal protein coding sequences, lowercase indicates C-terminal protein coding sequences
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