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Additional Figure S3. In exon 2 of TREM2 has been described 2 SNPs that are risk
factors of AD. The image shows in black the sequence of exon 2 included in each

circTREM2, in blue the exon 2 of the TREM2 gene and in red and green the SNPs
described in this exon,
the 2 in the grey box are the ones described as risk factors for AD.



