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Supplementary Files 

 

Figure S1a: Differential expression profiles of baculovirus inhibitor of apoptosis (IAP) repeat 
containing 5 (BIRC5) across 33 cancer types in TCGA and matched normal tissues from GTEx 
database from GEPIA. The abbreviations for the tumor types are standard TCGA study 
abbreviations and can be found in at https://gdc.cancer.gov/resources-tcga-users/tcga-code-
tables/tcga-study-abbreviations. 
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Figure S1b: Expression patterns of BIRC5 in various cell types in 9 different data types obtained 
from https://www.stemformatics.org/. The name of the dataset and number of samples per cell 
types are indicated below each graph. 
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Figure S1c: Differential expression of BIRC5 and glioblastoma (GBM), lower grade gliomas (LGG) 
and normal brain. Four different studies from GlioVis comparing GBM, LGG and normal samples. 
The data are presented as mean ± SD, and the statistical analysis was performed using one-way 
ANOVA (*:p-value < 0.05; **: p-value <0.01; ***: p-value < 0.001). 
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Figure S2: Comparison of the expression profiles of literature-curated stemness markers with 
BIRC5. The data are presented as mean ± SD, and the statistical analysis was performed using one-
way ANOVA (*: p-value < 0.05; **: p-value <0.01; ***: p-value <0.001). 
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BIRC5. The data are presented as mean ± SD, and the statistical analysis was performed using one-
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way ANOVA (*:p-value < 0.05; **: p-value <0.01; ***: p-value <0.001). 
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Figure S2: Comparison of the expression profiles of literature-curated stemness markers with 
BIRC5. The data are presented as mean ± SD, and the statistical analysis was performed using 
Student’s t-test and one-way ANOVA (*: p-value < 0.05; **: p-value <0.01; ***: p-value <0.001).  

 

Figure S3: Analysis of fluorescent intensities of staining images. (A) Fold change in expression levels 
of stem cell markers, Nestin and Sox2. (B) Fold change in expression levels of survivin. The intensities 
were measured using ImageJ. The data are presented as mean ± SD, and the statistical analysis was 
performed using one-way ANOVA (*: p-value < 0.05; **: p-value <0.01; ***: p-value <0.001). 
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Figure S4: Analysis of fluorescent intensities of staining images showing fold change in expression 
levels of survivin with and without PIP treatment in P and S cells. The intensities were measured 
using ImageJ. The data are presented as mean ± SD, and the statistical analysis was performed 
using one-way ANOVA (*: p-value < 0.05; **: p-value <0.01; ***: p-value <0.001). 


