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Fig. S1 The quality of protein purification was validated by SDS-PAGE analysis
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NMR spectrum and HMRS spectrum
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Gene sequence: (2582 bp)

GAATTCGCCGCCACCATGGGCGTGCTGCTGACACAGAGGACACTGCTGT
CCCTGGTGCTGGCCCTGCTGTTCCCTAGCATGGCCTCCATGGGCAGGTGTT
TTGAGAGGACATTTGGCAACTGCAGATGTGATGCCGCCTGCGTGGAGCTG
GGCAATTGTTGCCTGGACTACCAGGAGACCTGCATCGAGCCTGAGCACATC
TGGACCTGCAATAAGTTTAGGTGCGGCGAGAAGAGACTGACCAGGAGCCT
GTGTGCCTGTTCCGACGACTGCAAGGATAAGGGCGACTGCTGCATCAACTA
CAGCTCCGTGTGCCAGGGCGAGAAGAGCTGGGTGGAGGAGCCCTGCGAG
TCCATCAATGAGCCCCAGTGCCCTGCCGGCTTCGAGACCCCACCTACACTG
CTGTTTTCCCTGGATGGCTTTAGAGCCGAGTACCTGCACACATGGGGCGGC
CTGCTGCCTGTGATCTCCAAGCTGAAGAAGTGTGGCACCTACACCAAGAA
CATGAGACCCGTGTACCCTACCAAGACATTTCCTAATCACTACTCCATCGTG
ACAGGCCTGTACCCTGAGAGCCACGGCATCATCGATAATAAGATGTACGAT
CCTAAGATGAACGCCTCCTTCTCCCTGAAGTCCAAGGAGAAGTTCAACCCT
GAGTGGTACAAGGGCGAGCCCATCTGGGTGACAGCCAAGTACCAGGGCCT
GAAGTCCGGCACCTTTTTCTGGCCTGGCAGCGACGTGGAGATCAACGGCA
TCTTTCCTGATATCTACAAGATGTACAACGGCAGCGTGCCCTTCGAGGAGA
GGATCTTGGCCGTGCTGCAGTGGCTGCAGCTGCCCAAGGACGAGAGGCCT
CACTTCTACACCCTGTACCTGGAGGAGCCTGACTCCTCCGGCCACAGCTAC
GGCCCCGTGAGCAGCGAGGTCATTAAGGCCCTGCAGAGGGTGGACGGCAT
GGTGGGCATGCTGATGGACGGCCTGAAGGAGCTGAATCTGCACAGATGTC
TGAATCTGATCCTGATCTCCGACCACGGCATGGAGCAGGGCAGCTGCAAG
AAGTACATCTACCTGAACAAGTACCTGGGCGATGTGAAGAATATCAAGGTC
ATCTATGGCCCCGCCGCCAGGCTGAGACCCAGCGACGTTCCCGATAAGTAC
TACTCCTTCAACTACGAGGGCATCGCCAGGAATCTGTCCTGTAGAGAGCCT
AACCAGCACTTTAAGCCCTACCTGAAGCACTTCCTGCCTAAGAGGCTGCAC
TTTGCCAAGAGCGATAGAATCGAGCCTCTGACCTTTTACCTGGACCCCCAG
TGGCAGCTGGCCCTGAATCCTAGCGAGAGGAAGTACTGTGGCTCCGGCTTT
CACGGCTCCGATAACGTGTTCTCCAACATGCAGGCCCTGTTCGTGGGCTAC
GGCCCCGGATTCAAACACGGCATCGAGGCCGATACATTCGAGAATATCGAG
GTGTACAACCTGATGTGTGATCTGCTGAACCTGACCCCCGCCCCTAACAAT
GGCACCCACGGCTCCCTGAACCACCTGCTGAAGAATCCTGTGTACACCCCT
AAGCACCCCAAGGAGGTGCACCCTCTGGTGCAGTGCCCTTTTACAAGAAA
TCCCAGGGATAATCTGGGCTGCAGCTGTAACCCTAGCATCCTGCCTATCGAG
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GACTTTCAGACCCAGTTTAATCTGACAGTGGCCGAGGAGAAGATCATCAAG
CACGAGACCCTGCCTTACGGCAGACCTAGGGTGCTGCAGAAGGAGAACAC
CATCTGCCTGCTGTCCCAGCACCAGTTCATGTCCGGCTACTCCCAGGACAT
CCTGATGCCTCTGTGGACAAGCTACACAGTGGACAGAAACGATTCCTTTAG
CACCGAGGACTTTAGCAATTGTCTGTACCAGGATTTTAGAATCCCCCTGAG
CCCCGTGCACAAGTGCTCCTTTTACAAGAATAATACCAAGGTGTCCTACGG
CTTCCTGAGCCCCCCCCAGCTGAACAAGAACTCCTCCGGCATCTACAGCGA
GGCCCTGCTGACAACCAATATCGTGCCTATGTACCAGTCCTTCCAGGTCATT
TGGAGGTACTTCCACGATACCCTGCTGAGGAAGTACGCCGAGGAGAGAAA
TGGCGTGAACGTGGTGAGCGGCCCTGTGTTTGACTTCGATTACGATGGCAG
GTGTGATAGCCTGGAGAACCTGAGACAGAAGAGAAGGGTCATTAGGAACC
AGGAGATCCTGATCCCCACCCACTTCTTTATCGTGCTGACAAGCTGCAAGG
ATACCTCCCAGACACCTCTGCACTGCGAGAACCTGGATACCCTGGCCTTTAT
CCTGCCCCACAGGACCGACAATTCCGAGAGCTGTGTGCACGGCAAGCACG
ACTCCTCCTGGGTGGAGGAACTGCTGATGCTGCACAGAGCCAGAATCACA
GACGTGGAGCACATCACAGGCCTGTCCTTCTACCAGCAGAGGAAGGAGCC
TGTGTCCGATATCCTGAAGCTGAAGACACACCTGCCTACATTCAGCCAGGA
GGACGGCGGCAGCCACCACCACCACCATCACCACCACTAATAGGATCC
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Peptide sequence: (852 aa)

MGVLLTQRTLLSLVLALLFPSMASMGRCFERTFGNCRCDAACVELGNCCL
DYQETCIEPEHIWTCNKFRCGEKRLTRSLCACSDDCKDKGDCCINYSSVCQGE
KSWVEEPCESINEPQCPAGFETPPTLLFSLDGFRAEYLHTWGGLLPVISKLKKC
GTYTKNMRPVYPTKTFPNHYSIVTGLYPESHGIIDNKMYDPKMNASFSLKSKE
KFNPEWYKGEPIWVTAKYQGLKSGTFFWPGSDVEINGIFPDIYKMYNGSVPFE
ERILAVLQWLQLPKDERPHFYTLYLEEPDSSGHSYGPVSSEVIKALQRVDGMV
GMLMDGLKELNLHRCLNLILISDHGMEQGSCKKYIYLNKYLGDVKNIKVIYG
PAARLRPSDVPDKYYSFNYEGIARNLSCREPNQHFKPYLKHFLPKRLHFAKSD
RIEPLTFYLDPQWQLALNPSERKYCGSGFHGSDNVFSNMQALFVGY GPGFKH
GIEADTFENIEVYNLMCDLLNLTPAPNNGTHGSLNHLLKNPVYTPKHPKEVHP
LVQCPFTRNPRDNLGCSCNPSILPIEDFQTQFNLTVAEEKIIKHETLPYGRPRVL
QKENTICLLSQHQFMSGYSQDILMPLWTSYTVDRNDSFSTEDFSNCLY QDFRIP
LSPVHKCSFYKNNTKVSYGFLSPPQLNKNSSGIYSEALLTTNIVPMYQSFQVIW
RYFHDTLLRKYAEERNGVNVVSGPVFDFDYDGRCDSLENLRQKRRVIRNQEI
LIPTHFFIVLTSCKDTSQTPLHCENLDTLAFILPHRTDNSESCVHGKHDSSWVE
ELLMLHRARITDVEHITGLSFYQQRKEPVSDILKLKTHLPTFSQEDGGSHHHH
HHHH
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