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Figure S1. Leaves infected with Blumeria graminis at the seeding stage. 1. Triticum
aestivum cv. Chinese Spring; 2. Ae. geniculata; 3. wheat- Ae. geniculata 7Ms addition
line W166; 4. Abbondanza deletion line 7A; 5. Abbondanza deletion line 7B; 6.

W623; 7. W637; 8. Shaanyou 225.



30

Il Undiseased spikelets
I Diseased spikelets

9
h
|

(L
[=]
]

19

Number of spikelets

CS SY159 W166 w623 W628

Figure S2. Number of diseased spikelets 21 days after single floret inoculation.

F7-1_MI3F_C2012270043_DOS
079Gene~GWHGABKY044079Type~ A A A TGT AAGTT A ACTTCAACA
Consensus [gcagcgtccgogecagectcaacgtgccagegtgtcgcaagttcgccgacggetccgactt

Figure S3. Sequence alignment of GST for development of Fhb7 for development
of the F7-1 marker. The above sequence was obtained by sequencing the specific
fragment amplified in Th. Elongatum, and the following sequence is the GST gene

sequence.



