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Figure S1. Fluorescence spectra of BSA-F1, AAG-F4, and GG-F3 systems in the 

presence of different concentration of compounds F1, F4, and F3. 



 

Figure S2. Fluorescence spectra of BSA-F2, BSA-F2, and BSA-F3 systems in the 

presence of different concentration of compounds F2-F4. 

 

Figure S3. Fluorescence spectra (zoom on maximum) of BSA-F2, BSA-F2, and BSA-F3 

systems in the presence of different concentration of compounds F2-F4. 



 

Figure S4. Fluorescence spectra of AAG-F1, AAG-F2, and AAG-F3 systems in the 

presence of different concentration of compounds F1-F3. 

 

Figure S5. Fluorescence spectra (zoom on maximum )of AAG-F1, AAG-F2, and AAG-

F3 systems in the presence of different concentration of compounds F1-F3. 



 

Figure S6. Fluorescence spectra of GG-F1, GG-F2, and GG-F4 systems in the presence 

of different concentration of compounds F1, F2, F4. 

 

Figure S7. Fluorescence spectra( zoom on maximum) of GG-F1, GG-F2, and GG-F4 

systems in the presence of different concentration of compounds F1, F2, F4. 

 

 



Table S1. The percentage of content of secondary structure elements in BSA in the 

absence and presence of compounds F1, F2, F3, and F4. 

BSA : analyzed  

compound  

molar ratio 

% α-helix % β-sheet % β-turn % other 

Compound F1 

1:0 58.6% 6.1% 10.0% 25.3% 

1:0.5 58.0% 6.8% 10.0% 25.2% 

1:1 57.7% 6.9% 10.0% 25.3% 

1:2 57.6% 7.4% 10.0% 25.0% 

1:5 57.2% 7.6% 10.0% 25.2% 

1:10 56.7% 8.0% 10.1% 25.3% 

Compound F2 

1:0 60.4% 5.2% 9.9% 24.5% 

1:0.5 59.8% 5.4% 10.0% 24.9% 

1:1 59.3% 5.7% 10.0% 25.0% 

1:2 59.0% 5.9% 10.0% 25.0% 

1:5 58.5% 6.2% 10.1% 25.2% 

1:10 57.9% 7.0% 10.0% 25.1% 

Compound F3 

1:0 60.5% 5.2% 9.9% 24.4% 

1:0.5 59.8% 5.9% 9.9% 24.4% 

1:1 59.3% 6.4% 9.9% 24.4% 

1:2 59.1% 6.6% 9.9% 24.4% 

1:5 58.6% 6.9% 9.9% 24.6% 

1:10 57.9% 7.1% 10.0% 25.0% 

Compound F4 

1:0 60.1% 5.5% 9.9% 24.5% 

1:0.5 59.5% 6.5% 9.8% 24.2% 

1:1 58.9% 6.9% 9.9% 24.3% 

1:2 58.5% 7.2% 9.9% 24.4% 

1:5 58.2% 7.6% 9.9% 24.3% 

1:10 57.7% 8.0% 9.9% 24.4% 

 
 

 

 

 

 



Table S2. The percentage of content of secondary structure elements in AAG in the 

absence and presence of compounds F1, F2, F3, and F4. 

AAG : analyzed  

compound  

molar ratio 

% α-helix % β-sheet % β-turn % other 

Compound F1 

1:0 35.1% 29.2% 9.5% 26.3% 

1:0.5 34.6% 29.3% 9.5% 26.6% 

1:1 34.3% 29.2% 9.5% 27.0% 

1:2 34.1% 29.5% 9.5% 26.9% 

1:5 33.8% 29.4% 9.6% 27.2% 

1:10 33.4% 29.7% 9.6% 27.3% 

Compound F2 

1:0 33.7% 29.6% 9.6% 27.1% 

1:0.5 33.3% 29.8% 9.6% 27.3% 

1:1 33.2% 29.8% 9.6% 27.5% 

1:2 33.1% 30.1% 9.6% 27.2% 

1:5 32.9% 30.3% 9.6% 27.2% 

1:10 32.4% 30.4% 9.7% 27.6% 

Compound F3 

1:0 33.7% 29.8% 9.5% 27.0% 

1:0.5 33.1% 29.8% 9.6% 27.5% 

1:1 33.3% 29.9% 9.6% 27.2% 

1:2 33.1% 29.6% 9.7% 27.7% 

1:5 32.6% 30.3% 9.7% 27.5% 

1:10 33.7% 29.8% 9.5% 27.0% 

Compound F4 

1:0 33.5% 29.5% 9.6% 27.5% 

1:0.5 33.3% 29.5% 9.6% 27.5% 

1:1 33.0% 29.5% 9.6% 27.8% 

1:2 32.9% 30.1% 9.6% 27.4% 

1:5 32.5% 29.9% 9.7% 27.9% 

1:10 31.8% 30.5% 9.7% 28.0% 

    

 

 

 

 

 



Table S3. The percentage of content of secondary structure elements in GG in the 

absence and presence of compounds F1, F2, F3, and F4. 

GG: analyzed  

compound  

molar ratio 

% α-helix % β-sheet % β-turn % other 

Compound F1 

1:0 10.0% 37.8% 13.3% 38.8% 

1:0.5 9.9% 38.0% 13.3% 38.8% 

1:1 9.8% 37.8% 13.3% 39.1% 

1:2 9.9% 38.0% 13.3% 38.8% 

1:5 9.7% 38.2% 13.3% 38.8% 

1:10 9.4% 38.8% 13.2% 38.5% 

Compound F2 

1:0 9.7% 38.3% 13.3% 38.7% 

1:0.5 9.4% 38.0% 13.3% 39.2% 

1:1 9.5% 38.3% 13.3% 38.9% 

1:2 9.4% 38.1% 13.3% 39.1% 

1:5 9.4% 38.1% 13.3% 39.1% 

1:10 9.2% 39.3% 13.2% 38.2% 

Compound F3 

1:0 9.6% 37.9% 13.3% 39.1% 

1:0.5 9.6% 37.9% 13.3% 39.1% 

1:1 9.5% 38.3% 13.3% 38.9% 

1:2 9.4% 37.9% 13.3% 39.3% 

1:5 9.5% 38.6% 13.2% 38.6% 

1:10 9.2% 38.3% 13.3% 39.2% 

Compound F4 

1:0 9.7% 38.1% 13.3% 39.0% 

1:0.5 9.5% 38.1% 13.3% 39.0% 

1:1 9.5% 37.9% 13.3% 39.2% 

1:2 9.6% 38.0% 13.3% 39.1% 

1:5 9.5% 38.4% 13.3% 38.8% 

1:10 9.4% 39.0% 13.2% 38.3% 

 

 

 

 

 



Table S4. The percentage of the secondary structure of blood serum proteins BSA, 

AAG, GG, and complexes with compound F1-F4 at pH=7.5 with equimolar ratio, 

calculated from deconvolution Amide I band obtain by ATR-IR spectra. 

compound % α-helix % β-sheet % β-turn % β-anti 
% 

random 

BSA 

free protein 57.92% 12.67% 9.27% 9.01% 11.13% 

F1 48.1% 16.71% 9.41% 9.46% 16.32% 

F2 45.72% 17.18% 9.28% 11.53% 16.29% 

F3 49.52% 14.51% 9.25% 10.47% 16.25% 

F4 47.29% 15.82% 9.06% 11.78% 16.05% 

AAG 

free protein 34.75% 26.24% 8.60% 3.33% 27.08% 

F1 28.67% 31.71% 10.45% 4.34% 24.83% 

F2 28.26% 28.55% 10.66% 6.82% 25.71% 

F3 32.11% 28.51% 7.68% 5.55% 26.51% 

F4 28.73% 31.12% 8.13% 6.28% 25.74% 

GG 

free protein 11.56% 22.45% 20.84% 5.70% 39.45% 

F1 11.39% 27.21% 19.79% 2.56% 39.06% 

F2 10.61% 21.78% 20.47% 2.89% 38.26% 

F3 10.85% 23.99% 24.33% 2.70% 38.10% 

F4 10.93% 26.29% 21.81% 3.26% 37.71% 

 


