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Figure S1. Setting of AKT2 silencing conditions in BT549 cells. (a) Sequences of siRNA oligonucle-

otides designed to target different regions of AKT2. The coding sequence (CDS) of AKT2 is also 

displayed. (b) Western blot analysis of AKT2 expression in BT549 cells transfected with each AKT2 

siRNA or with scramble oligo for 48 and 72 hours. Blots are representative of five independent ex-

periments. GAPDH was used as loading control. (c) Histograms show densitometric analysis of 

AKT2 expression levels compared to scramble-transfected cells, arbitrarily set to 100%. Values are 

reported as mean ± SEM. *: p <0.01 and ** p <0.05 versus scramble.  

 


