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Table S1. Ginkgo LBD gene characteristics.

Gene Ortholog Size(aa Predicted
Name Gene ID Type A{LBD Ide;t)lfy( P{LBD Ide;t)lfy( ) MW (Da) pl Stablllty Location
(1] (1]
GBLBDOI Gb_20398 Ia A’Lfm 7750 T otrt.0;.0?G0812 7328 179 1965427 839 U Nucleus
GbLBD02 Gb 23794 e - - Pom00IO8I0 667 311 3432778 851 U Nucleus
GbLBD03 Gb 21467  If ; i ; ; 251 2830081 7.58 U Nucleus
GbLBD04 Gb 13424 Ia ; i ; ; 238 2477623 863 U Nucleus
GbLBDO5 Gb 07877  If ; i ; ; 362 4099689 724 U Nucleus
GbLBDO6 Gb 19567 1d - i ; ; 115 13049.83 893 U Nucleus
Potri.013G0812
GbLBDO7 Gb 38978 la  ALBDIS 7483 P 8480 178 19418.17 897 U Nucleus
GbLBDOS Gb 29853 Ic  AWBDI2 73.68 © O’Fi'oggG0667 6342 176 19171.03 8.18 U Nucleus
GbLBD09 Gb_14010  Tb ; i - ; 288 3123251 717 U Nucleus
GbLBDIO Gb 22178 1d - i ; ] 257 29360.18 6.54 S Nucleus
GbLBDII Gb 19384 1d ; i ; ; 174 1994143 592 U Nucleus
GbLBDI2 Gb 19383 1d ; i ; ; 179 2028676 499 U Nucleus
GbLBDI3 Gb_19390 1d ; i ; ; 172 19238.63 583 U Nucleus
GbLBDI4 Gb 19389 1d - i ; ; 175 1997024 530 U Nucleus
Potri.013G0812
GbLBDI5 Gb_ 10524 Ta ALBDIS 69.51 P 68.12 197 2163958 894 U Nucleus
GbLBDI6 Gb 10825 Tla - : ; i 324 3622724 780 U Nucleus
GbLBDI7 Gb 40767 Ia - : - ; 189 20743.55 9.05 U Nucleus
GbLBDIS Gb_19720  If ; i ; ; 306 3493294 878 U Nucleus
GbLBDI9 Gb_39343  Ib - - F "’”'OggGM” 68.12 223 24724.12 6.14 U Nucleus
GbLBD20 Gb_16914 1d ; i ; ; 174 1923457 492 U Nucleus
GbLBD21 Gb 16918 1d ALBDI2 67.89 ; i 175 1918145 511 U Nucleus
GbLBD22 Gb 20676 1d : i ; ; 186 20709.77 7.65 U Nucleus
GbLBD23 Gb 36943 Tla - : ; i 515 5768472 891 U Nucleus
GbLBD24 Gb 36942 Ta - : ; i 420 46037.00 888 U Nucleus
Potri.001G0814
GbLBD25 Gb 21109 Ic  AiLBD4  68.02 f 7176 273 3026396 927 U Nucleus
GbLBD26 Gb 09463 1d ; i - ; 174 1915648 441 U Nucleus
GbLBD27 Gb 40684 1d ; : ; 150 1701335 499 U Nucleus
GbLBD28 Gb 22437 1d - : ; ; 197 2213624 6.09 S Nucleus
GbLBD29 Gb 36035 1d - i ; ] 197 2212027 581 U Nucleus
GbLBD30 Gb 02917 1d - i ; ] 119 1372872 873 U Nucleus
GbLBD3I Gb 38119 Ic  AwBD4 7419 T 0’”'0%609 78 7520 136 1480099 908 U Nucleus
GbLBD32 Gb 03653 Ia  AiLOB 6842 © O’Vi'oééGogﬁ 7385 231 2533183 826 U Nucleus
GbLBD33 Gb 02663 Ib ; i ; ; 239 2592315 615 U Nucleus
Potri.001G2816
GbLBD34 Gb 00144 1d  AABDI 7232 o 69.72 146 1659395 640 U Nucleus
GbLBD35 Gb 09641 1b - : ; i 633 7090507 9.68 U Nucleus
GbLBD36 Gb 23688 la ALBDIS 7032 ; ; 203 2211406 897 U Nucleus
GbLBD37 Gb_08465 1d - . PoutOIOGISH 6505 178 2016260 5.09 U Nucleus

00




Table S2. Primer sequences.

Physcomitrella patens

Figure S1. Number of LBD genes in different species.
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Primer ID Forward PCR primer (5'-3") Reverse PCR primer (5’ -3')

Gb GAPDH GGTGCCAAAAAGGTGGTCAT CAACAACGAACATGGGAGCAT
GbLBDO1 TGTGCCCAGGAGTGTCCGTT CGCCCTCTGGCTCTCTGGTA
GbLBD04 CCCGTCTATGGCTGCGTTGG GGGCTTGCCTGCTGTGTCAA
GbLBDO05 GCTTGGAAGCTTTCACCGGACT GGCTTGTGTTGAGCCGCAGT
GbLBDO0O7 GCACGTCTGCAAGACCCTGT GCATTGGAGTTGGCGGGACT
GbLBD16 GGGATGTCCTGTACGACCGCTA CCCGCTTCCGGCAGATGATG
GbLBD18 CATCTACGCCGCCGTCTTCC TGCAGCACAAGCCTGACTCG
GbLBD20 CTACGGTTGTGCAGGCGTCA TCGGAACGCAGGTTGAGAAGC
GbLBD21 TCGCAACCGCACATCGAGTT GAGCCTTGCAGTGGCTTCGT
GbLBD23 GGCTGTAGCGACTCCTGCAC TCAATCCAGCGCGCCCATAG
GbLBD24 GCTGCCGAGTCCTCCGAAAG GCCCTGCTCGCCCATAGAAC
GbLBD25 GTTGGCCGTTAGCCGGAGTG ATGCACCGGCCATGAACCAA
GbLBD31 GCCAAGGACTGCGTGTTTGC CCCTCTCTGCTCCACCGGAA
GbLBD32 TCTGCAGCACCAGGTCAAGC CGCGAGGTTCCTGCCAATCC
GbLBD33 GCTCTCCAACAACAGGTCGCA GCAGCAGCAGCAGACGAAGA
GbLBD35 CGCAAGGTCACGCCACTGTA CCCGCATGCCTCGTACAACA

Classification

Plants Total
ClassI  ClassII

Gymmospermae  Ginkgopsida  Ginkgoidae Ginkgoaceac Ginkgo biloba 37 13 4

Pieridophyta Lycopodiatae Selaginellaceae Selaginella moellendorrffii 15 12 3
Salicacceae Populus trichocarpa 57 45 12

Vascular plant Dileatidles | Crucifere o pidopsis thatiana - 37 6
Theaceac Camellia sinensis 57 45 12
Eudicots [ Cruciferae Brassela napus 126 104 27

Rosaceae Fragaria vesca 33 29 6

Pyrus bretschneideri 60 53 7

Rosidae Slliese Vitis vinifera 40 33 7

| Myrtaceae Eucalyptus grandis 16 38 8

Advanced plant Angiospenn

— Fabaccae |: Medicagoe truncatula 57 48 9
Glycine max 90 74 16

Metachlamydeae Lamiaceae Salvia miltiorrhiza 51 42 L]

% Solanum tuberosum 43 38 5

Monocots Gramineag I_ Fea jm'”, 44 ¥ !

Chyza sativa 35 30 5

Piwvllostachys edulis 55 4 11

Nonvascular plant Bryophyta Bryopsida Funariaceae
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Figure S2. Conserved motif icon of GbLBD protein.



