[bookmark: _GoBack]Table S4. Prediction of secondary structures and minimum free energy (MFE) of the selected PQSs in +gRNA and −gRNA of the SARS-CoV-2.
Parameters for RNAfold and NUPACK were set as the default values, setting temperature at 20 °C or 37 °C and selecting to incorporate G–Quadruplex formation into the RNAfold structure prediction algorithm.
(a) Selected PQSs in +gRNA
	PQS
	RNAfoldBase-pair probability 
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	MFE at 20 °C (kcal/mol)
	MFE at 37 °C (kcal/mol)
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	MFE at 37 °C (kcal/mol)
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(b) Selected PQSs in −gRNA
	PQS
	RNAfoldBase-pair probability 
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	MFE at 20 °C (kcal/mol)
	MFE at 37 °C (kcal/mol)
	MFE at 20 °C (kcal/mol)
	MFE at 37 °C (kcal/mol)
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MFE structure at 20.0 C
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MFE structure at 37.0 C
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MFE structure at 20.0 C
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MFE structure at 37.0 C
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MFE structure at 20.0 C
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MFE structure at 37.0 C
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MFE structure at 37.0 C
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