
Supplementary Figures S1: Treemaps for the enriched GO terms (biological processes) of the 
DEGs, separated into up- and down-regulated DEGs 

Figure S1.1: Treemap for the enriched GO terms (biological processes) of the up-regulated flower DEGs. 
The treemap is created using the applications g:Profiler followed by REVIGO. 

Figure S1.2: Treemap for the enriched GO terms (biological processes) of the down-regulated flower DEGs.
The treemap is created using the applications g:Profiler followed by REVIGO. 
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Figure S1.3: Treemap for the enriched GO terms (biological processes) of the up-regulated leaf DEGs. The 
treemap is created using the applications g:Profiler followed by REVIGO. 

Figure S1.4: Treemap for the enriched GO terms (biological processes) of the down-regulated leaf DEGs. 
The treemap is created using the applications g:Profiler followed by REVIGO. 
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Figure S1.5: Treemap for the enriched GO terms (biological processes) of the up-regulated stem DEGs. The 
treemap is created using the applications g:Profiler followed by REVIGO. 

Figure S1.6: Treemap for the enriched GO terms (biological processes) of the down-regulated stem DEGs. 
The treemap is created using the applications g:Profiler followed by REVIGO. 
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Figure S1.7: Treemap for the enriched GO terms (biological processes) of the up-regulated root DEGs. The 
treemap is created using the applications g:Profiler followed by REVIGO. 

Figure S1.8: Treemap for the enriched GO terms (biological processes) of the down-regulated root DEGs. 
The treemap is created using the applications g:Profiler followed by REVIGO. 
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