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Figure S1. Relative abundance of rice endophytic bacterial diversity at genera level within rice tissues, the isolation sources 
were presented on the horizontal axis and relative abundance of genera is visualized by the vertical axis in percentage 
(%), each genus codded with specified color in stacked columns, in legends fifteen genera with red color illustrated that 
these genera only were detected within same isolation source whereas two genera (Bacillus and Methylobacterium) over-
lapped within isolation sources, Total Div.: presenting the total diversity within rice tissues (Leaf, Root, Stem, Shoot, Seed 
and including other sources), Other: including isolation sources of rice (Grain filling, Tillage stages and also not-conformed 
sources). 


