Supplementary file 7. Amino acid sequences of the PAC and W-W domains of type 2-PDPs
including a C-terminal W-W domain

Forty proteins are listed. Only those with complete W-W domain have been retained.

In the protein name, “.nd” means that the type of protein could not be determined because the amino
acid sequence of the protein is not complete; “.1”, “.2", “.3" or “.4” refers to the type of protein (see
Figure 2).

Originally, the accession numbers originating from the onekp database were of the following type:
#onekp:RTMU_scaffold 2181156 Calypogeia_fissa. They have been simplified for more convenience,
as follows: RTMU_2181156_Calypogeia_fissa.

Amino acid sequences of PAC domains

>Mapoly0014s0128.2
GNVFCDQCMKNTVFPFALPMLGAKVSVECKAADGSMMASAEATTDFLGGFVASFKGMADLEGCKAY
MKSSPDSSCSIAGYEGGGELKLRSKFFFTSFYGVEPMFFKPAAPKSFC

>RTMU_2181156_ Calypogeia_fissa.2
GSVFCDQCLTHEVFPFSYPLKDARVSVQCYDSSGVHVVASATATTDFFGGYIATFKGVSDLGGCKAF
VSSSPDSSCNLVDGGGKTLSLKSKFLWDAFYIVDPLFYKPAHPKDFC

>|LBQ_2004952_ Conocephalum_conicum.2
GNVFCDQCMKNEIFPFALPMHGAKVSVECMGADGRMAASAEATTDIFGGFWVSFKNAENMDGCRV
YMKSSPDSSCSMVGDQSGRAVQLKTKLFFSSFYAVEPMFFKPPAPKSFC

>CHJJ 2136182 Lejeuneaceae_sp.2
GSVFCDQCLKQAVFPFGLPLKGAKVTVQCYDASGKIVASGGATTDFIGGYAVTFKGASDLTGCKAFAT
SSPDSSCVLTESSGGQAVALKTKFIHNAFYVAEPLFFRPPQPKNFC
>TXVB_2074716_Lunularia_cruciata.2
GNVFCDQCMKNAVFPYARPMLGAKVSVQCYGADGSMLASADASTDFLGGFLASFKGVSDLEGCKVF
MKGSPDSSCNFADQSGQGVKLRTKFFFSSFYGVEPMFFKPPTPMGFC

>YFGP_2104693 Pallavicinia_lyellii.2
GSVFCDQCLKHEVFPFGLPLNGAKVSIQCYGASGANVVMSSEATTDFLGGYVATIKGVSDLGGCKAV
VTASPESSCNLVDGGAQALVLKTKFFFNAFYVVDPLFYMPAKPKDFC

>HPXA 2020358_Ptilidium_pulcherrimum.2
GGVYCDQCLKQEIFPFGLPMNDAKITVECYDGTGVNVVASATATTNFLGIYETSFKGVSDLSGCKAFV
TSSSQSSCSLAEGNGQTLDLKTKFFNNAFYSVDALFYKPAQPKGFC

>WJLO_ 2035800 Riccia_berychiana.2
GNVFCDQCMKNTVFPFALPLHGAKVSVQCAGADGKMMAAADANTDIFGGFLVTFKGVEDMGGCRV
YMKSSPDSSCNIVGNQGGLAVQLKTKLFFTSFYGVEPMFFKPPAPKSFC
>|RBN_2161692_Scapania_nemorosa.2
GSVFCDQCLKQEVFPFGRPLKGATVSVQCYDGAGVNVVASATATTDFFGGFIATFKGVSDLGGCKAV
VSSSPDSSCSVSDGGGQTLALKSKFLNHAFYFVDPLFYAPAKPDDFC

>HERT_2003915_ Sphaerocarpos_texanus.2
GNVFCDQCMKNAVFPYALPMLGAKVSVQCYGAGGSMVASADASTDFFGGFVATFKGVSALDGCKYV
VMKGSPDSSCSINADSGGKALELKTKFFFSSFYGVKGPMFYKPSAPKTFC

>Pp3cl 27500V3.2
GKVFCDRCIQNKVFPFAHPMSKAKVSVQCKDWSGRVVGYARTSTNFLGDFIVQFKGKKDLSGCSVYL
DGSSDRSCNIIGGGRRAISLKSKFLFQAFYVADPLFYKPARPMGFC

>Pp3cl4_8250V3.2
GKVFCDQCIQNKVFPYAHPMSKAKVKVECKDASGNVVDYADASTNFLGDFIVSFKGKEDLTGCSVSL
AGSPDSKCSIVGGGGKTVTLKSKFLFKALYVVDPLFYKPALPMEFC

>YWNF_2047246 Hedwigia_ciliata.2
GKVFCDQCIQNKVFPFAHPMHDAKVSVKCKDKYGKVMDYAQASTNFLGDFIVSFKGKEDLSGCYVYL
SGSSDRKCNIVGGGGKTLNLKSKFLFKSVYVVDPLFYKPWKPMGFC

>TMAJ_2023569 Neckera_douglasii_2
GKVFCDQCIQSKVFPFAHPMNKAKVSVQCKDKSGKVVDYAQASTNFLGDFMVSFKGKEDLSGCYVY
LSGSSDRKCNIAGGGGKTLSLKSKFLFKAMYVVDPLFYKPATPMGFC

>BGXB_2078424 Plagiomnium_insigne.2



GKVFCDQCIQSKVFPFAHPMNKAKVSVQCKDQSGKVVDSAQASTNFLGDFMVSFKGKEDLAGCYVY
LSGSADSKCNIVGGGGKTLSLKSKFFFKAMYVVDPLFYKPAKPMGFC

>Sphfalx0052s0052.2
GSVFCDQCLQDRVFPFSEPMDGAKVTVACKDNNGNVVDSVQGSTDFLGNFLVTFKGKQDLSGCTVS
LAGSSRSDC

>SKQD_2012127_ Takakia_lepidozioides.2
GSVFCDQCIQGRVFPFSYPLDGAKVTVQCKDAYGRVVDSAQGSTNFLGDFLITFKGKEDLSGCQAILS
GSPEAKCNIVGGGGRTMTLKSKLFFQALYVVDPLFYKPAQPAGIC
>QVMR_2006336_Psilotum_nudum.2
GSVYCDQCLDGHRSVWSIPLDGAKVAVECNDSKGQKVLSREGETGLFGDYAIRFDGSPHLGGCVVR
VLSSPKRTCNIAATGSKSISLSWKLFGLSFYSVDALSFRPSKAMSFC
>QVMR_2012184_Psilotum_nudum.2
GSVYCDRCIEGHRSVWGLPLDGAKVAVECKDSSGQMSLTKEGTTNMLGLYSVEFDGSPEMEGCGV
RALSSPSESCNVAGVTSQPVSLSWKLFSMAFYTGNALSYKPSKPMSFC
>ALVQ_2024672_Tmesipteris_parva.2
GSVYCDQCLDGRRSVWSLPLDGAKVTVECNNSKGQEILSREGDTGLFGDYVIRFDGSPNLGGCAVR
VLSSPKRTCNIVAIGSKSISLSWKLFGLSSYSADALSFRPSKAMSFC

>ALVQ 2102199 Tmesipteris_parva.2
GSVYCDQCVEGHRSIWGLPLDGAKVAVECKNSNGQISLSKQGTTNILGLYSVEFDGSPGMEGCGVR
ALSSPSGSCNISAVASQPVSLSWKMFSLAFYSGNALSYKPSKPMAFC

>NHCM_2064417 Angiopteris_evecta.2
GSVYCDQCLNGHRTMWSSPLNGAKVMVECKNSNGQVTLSKQGETDLLGMYSIKFDGSPDMQGCTA
KVVSSPKGPCNLAGTASNSVTLSWKLFGLAVYAAEALSYKPAKPSSIC
>ZZEI|_2006244_Phylloglossum_drummondii.2
GTVFCDQCLIGEPSIWGPPMHDASVTLDCQNSGNSDQAKTSFIGTFVFKVGGDADLSSCTARLTGSS
SASCSLLGNAEKPLKLDWKIFGESFYSVAHVLLPHSGPTPPLVLPKPPPLSLPPSPFQDPSSC
>PQTO_2078178_Lycopodium_deuterodensum.2
GSVFCDQCLMGKPSIWGSPMHDANVTVDCKNSNNAIQSLHHASTSVLGTFVFTVSGDADLSSCSARL
TGSSSSSCSLFGNAEQSLKLEWKMFGEAFYSVEPMFFKPEKSMPFC

>S.moellendorfii_430897.2
GNVFCDQCLHGRPSMWGIPIRGAKVLVHCRNRQGMAMAVPAMSNFLGAFVANFPGEHDLQHCTSR
LMWSPLKQCNVVANAQQSLRLEWKILDNAFYTVKPLYFTPVKPLAIC

>ZFGK_ 2039051 Selaginella_kraussiana.2
GNVFCDQCLHGRPSMWAIPIQGAMVVVHCPSRQGVALQRRAYTNFLGAFIASFPTATLQECTSHLVW
SPMSECNNVVGSGRQQSLRLEWKMFDDSYYTTKPLYFKPLSPMSHC
>SGTW_2038568-Ginkgo_biloba.2
GNVFCDQCRDGHRTMFDLPINGAKVAVECTGSDGQITMSKQETTDLIGNFMMKFDGTPDLSGCTAR
VTDSPQDSDCKIVGSSSKPLSLSFRLFSMEVYTVESLFFQPAKPMSFC

>GNQG_2085018 Encephalartos_barteri.2
GNVFCDQCLDGLRTMFDLPLYGAQVRVDCRGDDGEITFSKEDSTDLSGNFVVKFDGIPDMSGCAAQ
VIGSPRGSDCNIVGSPARPLDLTFRLFAMEVYSVDPLFFHPAKPMPFC

>|ZGN_2072084 Dacrydium_balansae.2
GNVFCDECQDGRRTLFDLPVNGAKVAIECNGQSNQVTTDLVGNFVMKFDGIPDLSGCSARVVQSPP
GSECNIVSSPAKPLTLTFSLFGMEMYTVESLSLEPAKPMSLC
>JRNA_2066102_Phyllocladus_hypohyllus.2
GNVFCDECQDGRRTLFDLPVSGAKVAVECNGQSNEVTTDLVGNYVLKFDGTPDLSGCSASLVQSPP
NSECNIVGSPAKRLSLTFSLFGMEMYSVESLSLQPAKPMSFC

>AmTr_v1.0 041.161.2
GTVFCDACKDGQRSSFDYPLSGAKVAVACAGNDGQVTVWKEESTNWFGNYGMRFEGSPDLSRCFA
QVVANPQGSNCGITGGPARGLNLVFDMFGMEMYVVDSLLSQPSQPMAFC

>P.equestris_ XP_020587277.2
GSVFCDQCKDGSRGLFDYPLSGARVAVSCGDQYREESSNILGTYSVRFNGNPDLGGCLARVVRGPD
NCSVASGPAQSLKFIFRMFDMEAYSVDPLLAQPSKVMDFC

>0Oropetium_25700A.2
GMVFCDQCKDGTRGLFDYPLYGARVAIQCGGGDTPLTVRESNTNWFGGFSIRMEGSPDMNRCTAR
VVQGTGHCGSSGAARELTLAFRMLGLALYTVPPLLSQPEESMDFC

>S0bic.004G001700.2
GMVFCDQCKDGARGLFDYPLYGARVAIQCGGGDTPLTVRESNTNWFGGFSVRMEGSPDMNRCTAR
VVQGTGHCGAGAGAGGGGAPRELTLAFRMLGLALYTVPPLLAQPEEAMDFC

>7m00008a018944.2



GMVFCDQCKDGARGLFDYPLYGARVAIQCGGGDTPLTVRESNTNWFGGFSVRMEGSPDMNRCTAR
VVQGTGHCGAASSSGGGAVPRELTLAFRMLGLSLYTVPPLLSQPEEAMDFC

>Ac0019419.2
GTVFCDQCKDGQRSIFDYPLSGATVAVECGSGGAVLKEDTTNWLGFYTVRVDGSQDLSACTARVVA
APSSCGAAAGPPRPLALMFRMLGMALYAAEEPLLSEPREPVGFC

>Aqcoe5G117200.2
GTVFCDQCKDGHRSLFDYPLSGMKVRVTCDSMEKEETTNWLGSYTVSFEGSPDLSGCYAHLLEDGQ
GSTKCGAVAGPAQQLKLMFKIFGMEMYAVDSLLSQPARPMSIC

>Lsat 1 v5 gn_8 126000.2
GSVFCDQCKDGQVSLFMDYPLTGVKVAMACPGQGGQLKVISEETTNFLGSYVMRFDGAPDMSGCR
AQVSGDGQGCRAVAGPAQSLNLVFQMFDTSIYTVGHLISQPAQPMPNC

>GSVIVT01024071001.2
GTVFCDQCKDGQRSLFDYPLYGIKVTMACANSNGQITMWREETTNWFGTYAMRFDGAPDLTGCYA
QISGSGQGSTGCRAAAGPAQSVRLMFRMFDMEMYAVDSLLSQPAQPMSFC

>Lus10026279.2
GSVFCDQCKDGQLSLFDYPMTGVRVTMACVDENGETLMSREERTNMFGWYNIRFDGTPDLRNCYT
QFAPDSSSTGEGSSSGGGSANSCIAAAGPPQKLRLMFNMFGMEMY SVDSLLSQPAKPMSFC
>Potri.004G169200.2
GTVFCDQCKDGQVSLFDYPIYGIKVTMTCADASGQITMSREETTNWFGNYVMTFDGSPDLSNCYAQV
SSSGQGSNACGAAAGPAQKLRLTFRMFDMEFYAVDSLLTEPSASMSFC

>Eucgr.G01761.2
GTVICDQCKDGRMSIFDYPIYGIKVMVACTNSDGQVTMSREETTNWFGNYGMRFEGTPDLSSCHAQ
VMGGSGQGSMGCSASASPAQPLRLTFQMFENMEFYSVDTLLSQPAQPMSFC

>Gorai.002G193700.2
GAVFCDQCKDGQRSLFDYPLSGMKVTVACADGTGQVTMSREETTNVFGNYVMRFDGTPDLSNCNA
QVSGSGEGSNDCGATAGPAQKLRLMFRMFGMEIYGVDSLLSEPSQPMSFC

>AT2G16630.2
GSVFCDQCKDGERSLFDFPVSGIKISVTCADENGQVYMSREETTNWLGGYVMRFDGTPDLSNCYAQ
VSDNGVQQDPSSCSIASGPAQKLKLMFSFFGIETFAADALLAQPVQPSSFC

Amino acid sequences of W-W domains

>Mapoly0014s0128.2
DQWKNSDFFCHWKKATPFQTTVEIMFGKAAKKKYGDMNLYSALQGEDDLLKQAVAAMMNAYGNLKF
SMSPKAVKKEFLLALKGPQQLKWDTAWKLKQANLGWGKGKCMLAPCK

>RTMU_2181156 Calypogeia_fissa_2
DDWLNPKFFCYWKNATPHETTVGQMFGKAAEKKYGNISVYTALQSGDDLLKQAVAAMMNSNTNKQF
YMSRNEIKKKFNAALGGARQLQWETAWSFKQFNSGYGQGRCMM
>|LBQ_2004952_Conocephalum_conicum.2

EEWMKSEFFCHWKKVTPFQTTVGVMFGKAAKRKYGNMTLNQALQGQDDLLKQAVAAMMNSYVNPK
FEMSPRGVKRDFLLAMKGSQQLKWDTAWKLKQVNSAWGKGKCYLTACKF

>CHJJ 2136182 _Lejeuneaceae_sp.2
DVWLNLDFLCQWKNATPFDTTVGQMFGKAAQNKYGNISVYTALQQSGDNLLRQAVTAIMNSNTNAH
FYMSPKKVRNEFVKALQGSDQLKRETAWSFQQANSGFGSGKCMLSPC
>TXVB_2074716_Lunularia_cruciata.2
DEWMKSEFFCHWKKATPFQTTVPMMFGKASKKPYGNMNLYDALHGKDDLLKQAVAAMMNSYGNPK
FSMSPNGVKKEFLAALKGSQQLKWDTAWKLKQANMGWGKGKCLLAPCK
>YFGP_2104693_Pallavicinia_lyellii.2
GEWLNTGFFCNWKNATPFQTTVGQMFGKAAQKKYGNMSVYTALQSGDELLREGVAAMMNAYTNAH
FYMSPKAIKKDFNSGLLGNRQEQANIAWKFQQANSGYGKGKCMLSPC

>HPXA 2020358_Ptilidium_pulcherrimum.2
FDWQNTKYLCRWTKATPFQTTVGOQMFGKAAQKKYGNLSVYTALQSGDDLLRQAVAATMNANSNEH
FYISAKSVKKQFNAALGGTQQLQWNTAYAFKQANSGYGTGKCMLTTC

>WJLO_ 2035800 Riccia_berychiana.2
DQWKMSDFFCHWKKVSPFQTTVGMMFGKSAKRKYGNMTLLQALQGRDDLLKQAVAATMNSYINPK
FSMSPRGVKNEFLTAMKGPQKLKWETAWKLKQANGGWGKGKCYLTPCK

>|RBN_2161692 Scapania_nemorosa.2



EDWLNLKHVCHWTNANPYNTTVGHMFGAAAQKKYGNMPVYKGLQIGDELLKQSVAAMMNSYSNTH
FYMSPKEVRKRFNAALKGTQQLQWDTAWSFKEMNTGYGSGTC

>HERT_2003915_ Sphaerocarpos_texanus.2
DEWMKSEFLCHWKKATPFQTSVGMMFGKDAKKAYGEMNLYTALRHQGQDDLLKQAVAAMMNSYS
SDKFGMTTAAVKDEFLKALNGSQQLKWDTAWKLKQANAGWGKGKCMLTPCK

>Pp3cl 27500V3.2
LDWLRPDYRCYWPKDLSPWKTSVGRVFGRGAQKKYGNKPLAGGLLTGDDLLRQAITALLNSRTNKH
FYMSPRGIKAKFSKALSGSWKAKSAQANAFRNANNGYGKGKCLLVPCKW

>Pp3cl4_8250V3.2
LDWLRPDYKCYWPKDMQPWKTTVGTVFGKGAQQKYGSKTLAGGLLTEDELLRQAISAILNSRTNMH
FYMSPRAIQRSFAKALYASEPTKAAQAKAFKDANNGYGKGKCLLVSCKW
>YWNF_2047246_Hedwigia_ciliata.2
FDWLRPDYKCYWPKDMSPWKTTVGSVFGRGARKKYGYKTLAGGLLTGDELLRQAIAALLNSRTNQH
FYMSPRGIKSKFSKALWGSWAAKSAQAKAFQAANNGY

>TMAJ_2023569 Neckera_douglasii_2
CYWPKDMSPWKTTVGGVFGRGAQKKYGSKTLAGGLLTGDELLRQAIAALLNSRTNQHFYMSPRAIK
SKFSKALYGSWAAKSAQAKAFKSANNGYGKGKCLLVSCKW

>BGXB_2078424 Plagiomnium_insigne.2
ADWLRPDYKCYWPKDLSPWKTTVGSVFGKGAQKKYGYKTLAGGLLTGDELLRQAIAALLNSRTNQH
FYMSPRAIKGKFSKALSASWAAKSAQAKAFQAANNGYGKGKCLLVSCKW

>Sphfalx0052s0052.2
SDWLNIEYYCWWPKALSPLHTTVGSVFGKGAEKKYGNQSLVGGLLTGDELLRQSIAALLNSQTNLHF
YMSSRGVTRDFNNALLGSAANAATIANQLAAANSGYGRGKCLLVPCKL
>SKQD-2012127-Takakia_lepidozioides.2
YDWLHIDYFCWWPKTMSPFRTTVGRVFGRLAQKKYGNMNLLSALECSDPLLREATAALLNSYTNRHF
YMSSRRVVRDFNIALRGSPAVTANQAQAFHAANSGFGKGKCLLVPCK
>QVMR_2006336_Psilotum_nudum.2
NDWLDPQFKCYWRLLSPDTKVSVLVLLREAITSSLNAFNSIHFYYSPVSVHVHFNQAIKGTDKDVTRW
ALAFKRANSGYGGKAKCLMTKC

>QVMR_2012184 Psilotum_nudum.2
YYWLKPEYRCYWRLLSPNTTISVFYGEAAAKKYGANITLWEGLQGGGDVQKVLLRESITASLNAFNSL
KFYYNAIAVDVHFNEAINGTDNDAVKWGSEFRSANSGYG

>ALVQ_ 2024672 _Tmesipteris_parva.2
NDWLDPQFKCYWRLLSPSTKVSVFYGETAGKKYGSNITLWEGLHGSGDVNKVLLREAITSSLNAFNSI
PFYYNAVSVHVHFNQAIKGTDKDVTRWALAFKRANSGYGGKAKCLMTKCK

>ALVQ_2102199 Tmesipteris_parva.2
YNWLKPEYRCYWRLLSPNTTISVFYGEAASNKYGENTTLWDGLQGGGDVQKVLLRESITASLNAFNS
WKFYYNAITVDVHFNEAIRGTDKDAVKWGSAFQSANSGYGGKSKCLMTVCK
>NHCM_2064417_Angiopteris_evecta.2
YYWTNPQYRCYWRLTSPDWKVSSYYGEAAGKRYGANKTLWQGLQGRGELYGALLREGITSSLNAL
NSAKFYYNAVEVNIHLNEALKGTTKDALKWMLAFRRANNGYGGKAKCLMSVCK

>ZZE| 2006244 Phylloglossum_drummondii.2
DEWMKPEYRCYWKFASPNETVVEAFGPAAAHRYGTNTTLMDALSGGGGGGKLRGRSKAYRTLLPE
AVAALLNAYSSWKFKYAPWAVAAEFTEVVVRNSPRGAAKLAEDFRTANSEHKCLLQACK
>PQTO_2078178_Lycopodium_deuterodensum.2
DQWAKPEHLCYWKFSSPNETAREAFGPAVAHHYGDTTLMDALNGKSTAVEMIYRSRSYRVLLRESV
TALLNSYSSVKFKYSPLTVIAQFTDVIASHSSRAAAKLAHDFQTANSGGKCLLQTCK
>S.moellendorfii_430897.2
DHWMNPVYSCHWKFVTPDESIAKLLGPRARDKYGNITALEALVKNSSLNGIADQHYATTYNGLLSETV
AALLNSYYNSRFSLSPMTISRIFDNVIARGTPKDASKIAAEFRRANAGLGKGTCLLDVCKSK
>ZFGK_2039051_Selaginella_kraussiana.2
DHWKNPRYLCNWRLLAPGQLVGDVLGWSAEARYGNLTLLQALENGPTLVSESLAALLNSYFSSKFPY
SPLWIASSFKHALSHGTANRLASQLRKANAGLGKGHCLLQPC

>SGTW_2038568-Ginkgo_biloba.2
EYWVNPAYNCYWRLARPDTTVSLAFGEEAAKKYGRNMTLWEGLYGRGDVYRTLLREATASLLNSYN
SFQFQYNTLSVFLHMNSALQGSPQDALKQALYFKRANTGGGKIKCSLTPCK

>GNQG_2085018 Encephalartos_barteri.2
EYWVKPEFRCYWKLVNPNTTVGAAFGEVAGSKYGKNLSLWDALFGRADVYKTLLREATASLLNSYSS
FLFQYNALTVVDRLNSALQGSPRDALIQALKFKKANYGRGKAKCLFIPCK
>|ZGN_2072084_Dacrydium_balansae.2



DFWVRPEYACSWRVVRPDTKVGVVFGAEAANKFGHNMTLWEGLHGKGDVYRTLLREGTASLLNSY
NSLSFCYNTLSVIMHMHSALHSGSPQYALKQAFYFKKANIGGGSTKCLLKPCK
>JRNA_2066102_Phyllocladus_hypohyllus.2
DLWRKPEYACYWRVVRPDTKVGVVFGEEALNKFGQNMTLLEGLYGRGDVYRTLLREGTASLLNSYN
SFSFSYNTLSVVMHMHSALHSGSPRYALKQAFHFKKANIGGRNTKCLLKPCK

>AmTr_v1.0 041.161.2
EYWLMPEYRCYWKVVGPGTKVAVAFGPAAAQKYGTDLPLYEALQGRGDLYRTLLREATTALLNSYN
SLQFGYPTLTVVGNMNWALQASPQEALRQAMRFKRANAGTPETPCRFTPCN

>P.equestris_ XP_020587277.2
SKWLMPAYKCYWKMVSPETPVAVVFGPVAAGKYGTDMSLWTALHGRGDVYRTLLREATAALLNSYN
SLSFPYPTLSVISHMNSALLGSQREALMTALRFRRANSGVAGHSTVACNFTPCS
>0Oropetium_25700A.2
EKWAAPEQRCRWKVVTPNTTVAMAFGPLAAQRYGSELTLREALEGRGDMYRTLLREATAALLNAYY
NAPGGPFLYPTTASVIDHMNGALLSSAQRVLIEGARFRRANAGGGGPAGRTRLTCDFATPCAPAAEA
PQSGLESRHY

>So0bic.004G001700.2
DMWASPEHRCHWKVLTPNTTVAMAFGPLAAQRYGSELTLGEALEGRGDMYRTLLREATAALLNAYY
NAPGGPFLYPTTASVMDHMNGALLSSGQRVLLEGARFRRANAGGGGPAGRTRLPCDFTPCGSCAP
PTS

>7m00008a018944.2
DMWSSPEHRCHWKVVTPNTTVAMAFGPLAAQRYGSELTLGEALEGRGDMYRTLLREATAALLNAYY
NAPGGPFLYPTTASVMDHMNGALLSSGQRVLLEGARFRRANAGGGGRTRLMCDFTTCS
>Ac0019419.2
DKWITPDYMCYWKVVSPGTSVALAFGPVAAARYGMDMTLWQGLQGRGDVYRTLLREATTSLLNSYN
SLGFFYPTLSVIELTNLALLGSPQQALMTALRFRRANAGVAGRGTNATCNFTPCS
>Agcoe5G117200.2
EIWTRPEYRCHWTFVQPDTKVAVAFGLIAARKYGNDMSLWQGIQGRGNIYRTLLREGTTALLNSYNSI
QFHYPTLSVLYHMNSALMGTPRQALMTALRFKRANSGYGNSGARCNLTPCK

>Lsat 1 v5 gn_8 126000.2
RMWTMPEHECYWRVLAPDLKVSFVFGPLAARKYGNDITLRGSMTGRGDPYKTLLREATTALLNSYNS
IEFPYHPLDVVQHLNMALIGGSTRQVLITALQFLRANSGRPGNVTCKFTTCK
>GSVIVT01024071001.2
EIWTAPEYKCYWKVVNPDMKVASVFGLLAAQKYGTDMTLREGLQGRGDPYRTLLREAITSLLNSYNS
LLFPYHTLGVIQHMSLALMGSQQNVLLTALRFKRANSGSGNLTCKFTACK

>Lus10026279.2
QTWTAAEYRCFWRIVTPETKVAVAFGLPAAQRYGTEMTLLEALQGRGDPYRTLLREATTSLLNSYNS
LRFRYDAVSVVARTNYALLGSQRDALYTALRFIRANSGSPCAAPGSPAVTCRLSPCK
>Potri.004G169200.2
QSWTMPEYKCYWRAVSPDMKVAVVFGLLAARRYGTDMTLWQGLQGRGDPYRTLLREGTAALLNSY
NSIEFPYNAISVVTRMNWALMGSQRSVLLTALRFMRANSGYGRVTCKFNTCK

>Eucgr.G01761.2
EKWMMSEYKCYWRAVNPDTKVALVFGLTAARRYGTGLTLWQGLQGRGDPYRTLLREATTALLNSYS
SIQFPYHTLGVLQHMNSALMGSTQNVLLTALRFRRANLGYGTTTCKFTPCK

>Gorai.002G193700.2
QYWTMPEYKCYWRVLNPETKVSLIFGPLAARRYGSDMTLWESLQGRGDPYKTLLREATTALLNSYNT
LQFPYNSIGVVTRTNWALMGSTRGVLITALRFIRANSGSGRVTCKLTPCKS

>AT2G16630.2
QLWMKPEYRCYWRAIGPDTKVAVAFGLVAGRIYGTDMTVREALDGRGEAYKTLLREATTALLNSYNS
LGFPYNSVAVITYTNLALLGNSEHDVLMTAIRFIKANSGTCRFTVCN



