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1. Figures legends
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Figure S1 Amplification curve of qPCR for each round of selection.
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Figure S2 Identification of positive clones by electrophoresis. Arrows mean the clones with right insertions.
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2. Table legend

Table S1 Seventeen of post round 13 library clones were sequenced and analyzed for consensus sequence family

Item Sequence (5'-3') (kcaciz;nol)
DDT_02 TCCAGCACTCCACGCATAACAGTTCGAGGCAACAAGGCTGATCAGTCTGATGTTTGAAATGTITATGCGTGCGACGGTGAA —41.3
DDT_03 TCCAGCACTCCACGCATAACCGTCCACTGCTCGAATACAGCTTCGTCTCTTGCCAAGTGTGTTATGCGTGCGACGGTGAA -34.71
DDT_06 TCCAGCACTCCACGCATAACCGCGCCACTCCAGAGAGTACATTCCAGTITCGGCCACATTTGGITATGCGTGCGACGGTGAA -36.50
DDT_08 TCCAGCACTCCACGCATAACCCACCACCGACAATAACCTTCGCGGAACAAACTGGGGTCTCGTTATGCGTGCGACGGTGAA -35.97
DDT_10 TCCAGCACTCCACGCATAACCCAGGCGCACACTCGTTCCACTCTCAGTTAAGCAAACCGTGITATGCGTGCGACGGTGAA -32.15
DDT_13 TCCAGCACTCCACGCATAACGAATTGTGCTCAATGCGCCCCTGCAGTGAATGTGGAATTTGTTATGCGTGCGACGGTGAA —-42.42
DDT_14 TCCAGCACTCCACGCATAACCACCCCACGTAGTGCCATAAAGAATTGGTCATCGTTTCCCCGTTATGCGTGCGACGGTGAA -34.01
DDT_16 TCCAGCACTCCACGCATAACCACGCCGTCCGTCATACACGCTCCGTCAACACGTCCTTCTGGITATGCGTGCGACGGTGAA -36.57
DDT_18 TCCAGCACTCCACGCATAACCGCCGTACTTACTACTCTGCCACCAAATACATGCACTACCCGITATGCGTGCGACGGTGAA -29.32
DDT_19 TCCAGCACTCCACGCATAACCGACCAACTGTCTCGTGGTTGGTTCCGACTACTCAGCTCGGITATGCGTGCGACGGTGAA -41.04
DDT 23 TCCAGCACTCCACGCATAACCTGGCAACAACATTCGCTACGACCTGAAGCTCCTGACCTTTGTTATGCGTGCGACGGTGAA -34.38
DDT_24 TCCAGCACTCCACGCATAACCGCCCAGATAGCCTGAACGATCGACAGTGAATCACCCTCAGTITATGCGTGCGACGGTGAA -33.00
DDT 26 TCCAGCACTCCACGCATAACCCGCAAGGTGGGTCGGACCTTTCCCCGCTTATACAGACGTCGTTATGCGTGCGACGGTGAA -34.97
DDT_27 TCCAGCACTCCACGCATAACGAAGACATGCCCGCCAATGGATGTTGTTGGACCTGTTTGAGTTATGCGTGCGACGGTGAA -35.66
DDT_28 TCCAGCACTCCACGCATAACCGATCGCACCACTCGTGTCAATTGGATTCCACTAGGCCCCGGITATGCGTGCGACGGTGAA -39.08
DDT 34 TCCAGCACTCCACGCATAACCCAGGACCGACCCCGCAGACTACAAAGTGTCACTAAGCAATGTTATGCGTGCGACGGTGAA -31.67
DDT_ 35 TCCAGCACTCCACGCATAACCCCACAATCCAAGCCGGTCCATCAATGCGGTTATCCATCCTGITATGCGTGCGACGGTGAA -31.60

Notes: Sequence with under lines were primer binding sites; Sequences marked with Red color were selected for further analysis.
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