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Figure S1. Association of transcript levels of RAB3A, RAB21, RAB25, RABL2A, RABL2B and RAB32 with tumor 
grade and stage of pancreatic adenocarcinoma. Statistically significant tumor stage- and grade-specific association 
of some RAB genes was detected, but no clear pattern of association was evident. Stage 1 (n = 6), stage 2 (n = 146), 



stage 3 (n = 4) and stage 4 (n = 4). Grade 1- well differentiated (n = 31), grade 2-moderately differentiated (n = 95), 
grade 3- poorly differentiated (n = 48) and grade 4- undifferentiated (n = 2). 

Figure S2. Gender-based differential expression of RAB genes. Transcript levels of (A) upregulated (RAB3A, 
RAB21, RAB22A, RAB25 and RAB26) and (B) downregulated (RAB6B, RAB8B, RABL2A, RABL2B and RAB32) 
RABs in PDAC were examined for gender-specific differences. Male (n = 97); Female (n = 80). No significant 
association was observed. 


