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Figure S1 Distribution of clean reads on chromosomes in soybean cultivars Dongnong47 (A),
P203 (B), and P746 (C). C1, mock treatment at 24 h after infestation (HAI); C2, mock treatment at
48 HAIL C3, mock treatment at 96 HAL T1, aphid infestation at 24 HAI; T2, aphid infestation at 48
HALI T3, aphid infestation at 96 HAL



