Table S1 : Sequences of the oligonucleotides used for gene amplification

Gene accession Forward Primer Reverse Primer

(5" > 3') (5’ > 3)

AOAID6BKA9  GCTCTAGAATGAAG ~ GCGTCGACTTTAAT
ATCATTCTCCTCCTC  AACAACTTGCCAAG

AOA1D5VOTS8 GCTCTAGAATGAAG  GAGTCGACTTGCCT
TCCACCGCG CTCTTCTTCTC

AOA1D6DD47 GCTCTAGAATGGCT  TAGTCGACTTGTGG
TCCCCTAAGCTT CAGAAGATGACCTT
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Fig. S1 1DE profiles of wheat grain proteins extracted from enriched cell wall fractions. Ten pg of total proteins from each sample (3
biological replicates of proteins extracted from outer layers or endosperm at 150 GDD and 250 GDD) have been separated by 1DE and
stained with Coomassie Blue.; Molecular mass markers (M) are in kDa.
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Fig. S2 Distribution into functional classes of CWPs identified in the endosperm and the outer layers at 150 GDD and 250 GDD according
to their predicted function. PACs: Proteins acting on cell wall polysaccharides.



‘ 150 GDD 250 GDD
e ) —

3

endos_perm

#2

g £ 3

outer Igyers

OL#3 #3 |

En#l
En#2 2
En#3 4
oL#
oz ¥
oL#1
oz #
ows
En#l
En#2
En#3

B N =N | S ————

#3
#2
#

I
g
o
H
]

) o
x

H 3
0 n
~ -

1so42

2 ks
m

g Z

g

2 g

250#1
150#2
150#3  #4
250#1
150#1

Fig. S3. Heat maps of relative amounts of the CWPs identified in the endosperm or in the outer layers, and at one of two early
developmental stages. En=endosperm samples ; OL=outer layers samples; 150=150 GDD samples ; 250=250 GDD samples.



