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[bookmark: _Hlk1315045]Supplementary Figure S1. Alignment and phylogenetic analysis of CmWUS. (A) Multiple alignment of amino acid sequences of CmWUS and WUS-like sequences from other species. The WOX domain, WUS-box and EAR-like motif are boxed in red. The homodimerization interacting amino acids at the central part are boxed in blue. (B) Phylogenetic analysis of WUS homologs from various species and 15 WOX family members from A. thaliana using neighbor-joining method with 1000 bootstrap replicates. CmWUS belongs to WUS clade of WOX family. Accession numbers of the sequences used here are listed in ‘Materials and Methods’. 
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