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[bookmark: _GoBack]Figure S1. Demonstration of tissue-specificity of the predicted novel miRNAs identified in non-malignant gastric tissue. The t-SNE analysis was performed with 456 non-malignant samples collected from TCGA in bile duct, bladder, brain, cervix, colon, head and neck, kidney, liver, lung, pancreas, prostate, stomach, and thyroid tissues. It was performed using normalized expression levels derived from the 100 predicted novel miRNAs identified in non-malignant gastric tissue.
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