Figure S1. Alignment of the cloned EgrNAC61pro sequence against the E. grandis v.2.0 clone

BRASUZ1 sequence (Myburg et al. 2014).
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Figure S2. Alignment of the cloned PagWND1Apro sequence against the P. grandidentata allele

(PgWND1Apro reference) (http://[popgenie.org)
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