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Abstract: Dormant Arabidopsis (Arabidopsis thaliana) seeds do not germinate easily at temperatures
higher than 10-15 °C. Using mutants affected in ethylene signaling (etr1, ein2 and ein4) and in the
N-end-rule pathway of the proteolysis (prt6 and atel-ate2) we have investigated the effects of cold
and ethylene on dormancy alleviation. Ethylene (10-100 ppm) and 2—4 days chilling (4 °C) strongly
stimulate the germination of wild type (Col-0) seeds at 25 °C. Two to four days of chilling promote the
germination at 25 °C of all the mutants suggesting that release of dormancy by cold did not require
ethylene and did not require the N-end-rule pathway. One mutant (etr1) that did not respond to
ethylene did not respond to GA3 either. Mutants affected in the N-end rule (prt6 and atel-ate2) did not
respond to ethylene indicating that also this pathway is required for dormancy alleviation by ethylene;
they germinated after chilling and in the presence of GA3. Cold can activate the ethylene signaling
pathway since it induced an accumulation of ETR1, EINI4, and EIN2 transcripts, the expression of
which was not affected by ethylene and GAj3. Both cold followed by 10 h at 25 °C and ethylene
downregulated the expression of PRT6, ATE1, ATE2, and of ABI5 involved in ABA signaling as
compared to dormant seeds incubated at 25 °C. In opposite, the expression of RGA, GAI, and RGL2
encoding three DELLAs was induced at 4 °C but downregulated in the presence of ethylene.
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1. Introduction

Seed dormancy is an important component of plant fitness that results in a delay of germination [1].
It corresponds to the inability to germinate of seeds even placed under apparently favorable
conditions [1,2]. Dormancy and germination are characterized by a different balance between abscisic
acid (ABA) and gibberellins (GAs) levels and metabolism [3-5]. ABA mainly plays a key role in
the induction or maintenance of dormancy, while GAs are involved in germination and release of
dormancy [6,7]. DELLAs negatively regulate the effects of GAs [8] and among them RGL2 (RGA-like 2)
has been demonstrated as a regulator of dormancy in Arabidopsis by controlling ABA synthesis and
activation of ABI5 (ABA insensitive 5) [9]. In addition, other hormones, ethylene (C,Hy) in particular,
participates in the control of seed germination [10-12]. Exogenous ethylene can break primary and
secondary dormancies or stimulate germination of non-dormant seeds incubated in unfavorable
conditions [10-12].

Treatment of seeds by chilling (2 to 5 °C) also promotes seed germination in many species [1,13]
including Arabidopsis [14,15]. The stimulatory effect of cold is associated with an enhancement in
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seed sensitivity to GAs and an induction of GAs biosynthesis through changes in transcript abundance
involved in GAs biosynthesis (gibberellin 3-oxidase 1 = GA30X1, gibberellin 20 oxidase 1 = GA200X1,
GA200X2) and GA degradation (gibberellin 2 oxidase 2 = GA20X2), and a decrease in ABA through
induction of abscisic acid 8 -hydroxylase 2 (CYP707A2) [7,9,13,16,17]. Cold treatment also affects ABA
and GAg signaling pathway associated proteins; for example, ABI5 and RGL2 decrease with loss of
dormancy in Norway maple seeds [18]. Breaking of dormancy in Arabidopsis seeds by chilling is
also associated with a decrease in expression of the ACO (1-aminocyclopropane-1-carboxylic acid oxidase)
gene and a transient increase in ACS (1-aminocyclopropane-1-carboxylic acid synthase) expression [19].
In addition, low temperatures inhibit the ethylene production, but have a differential inhibitory effect
on the activity of ACO and ACS, ACO being more inhibited than ACS, resulting in an accumulation of
ACC in the tissues, and then a burst of ethylene production after transfer to 20-25 °C [20].

Identification of ethylene-insensitive and constitutive-response mutants by “triple response” in
Arabidopsis, and the subsequent genetic study of these mutants have identified the key components
of the ethylene biosynthesis and signaling pathways [21,22]. The ethylene-signaling cascade starts
with ethylene binding to its receptors, which include ETR1 (ethylene receptor 1), ETR2, ERS1 (ethylene
response sensor 1), ERS2, and EIN4 (ethylene insensitive 4). In the absence of C,Hy, the receptors
activate CTR1 (constitutive response 1), and CTR1 inactivates EIN2, by directly phosphorylating its
C-terminal end. The level of EIN2 is negatively regulated by the F-box proteins ETP1/2 (EIN2 targeting
protein 1/2) through proteasome. In the nucleus, the transcription factors EIN3/EIL1 (EING3 like 1) are
degraded by the other 2 F-box proteins, EBF1/2 (EIN3 binding F-box 1/2) through the proteasome.
In the absence of EIN3/EIL1, transcription of the ethylene response genes is shut off. In the presence
of ethylene, the receptors bind the hormone and become inactivated, which in turn, switches off CTR1.
This inactivation prevents the phosphorylation of EIN2. The C-terminal end of EIN2 is cleaved off
by an unknown mechanism and moves to the nucleus where it stabilizes EIN3/EIL1 and induces
degradation of EBF1/2. The transcription factors EIN3/EIL1 dimerize and activate the expression
of ethylene target genes, including ethylene response factors (ERFs), which are one of the largest
subfamilies of the apetala2 (AP2)/ERF transcription factor family. Many proteins in the ERF family
were identified and implicated in various functions in cellular processes, such as hormonal signal
transduction, response to biotic, and abiotic stresses and in developmental processes in various plant
species [23]. Ethylene breaks seed dormancy by decreasing seed sensitivity to ABA, and by inhibiting
ABA signaling [10-12,24,25]. Numerous data demonstrates that exogenous ethylene promotes seed
germination by stimulating GAs biosynthesis [12,26,27]. In Arabidopsis, it was also reported that
repression of growth by ethylene is regulated by its effects on the DELLA proteins [28].

The ubiquitin-proteasome system (UPS) degrades the proteins by targeting specific signals,
and contributes to numerous plant hormone signaling, in particular that of ABA, GAs,
and ethylene [29-31]. As a part of the ubiquitin system, the N-end rule pathway regulates the in vivo
half-life of the proteins depending on their N-terminal residue [32,33]. The essential components of
N-end rule, which recognize the destabilized N-terminal residues (N-degrons), called N-recognins,
belong to specific E3 ligase of UPS [33]. In general, tertiary destabilizing residues (Asn, Gln
and Cys) are first modified, either enzymatically (by deamidation of Asn or Gln) or chemically
(by oxidation of Cys), to generate a secondary destabilizing residue (Asp, Glu and oxidized Cys
(C*)), respectively. Secondary destabilizing residues arginylated by Arg-tRNA protein transferase
(ATE) generate destabilizing residue (Arg) [33,34]. Primary destabilizing residues fall into two
categories, type 1 (Arg, Lys and His) and type 2 (Phe, Tyr and Trp) which are recognized by E3 specific
ligases (N-recognins), PROTEOLYSIS 6 (PRT6) and PROTEOLYSIS 1 (PRT1), respectively [33,34].
In response to GAs, DELLA proteins are targeted for degradation via the ubiquitin-26S proteasome
pathway [30,31,35-38]. The physiological effect of ABA, including seed germination is controlled by
protein degradation [31]. ABA biosynthesis and signaling including the level of ABI5 are regulated by
the UPS activity [31,39,40], and the N-end rule plays a role in seed sensitivity to ABA [41]. At least,
stability of the aminocyclopropane-1-carboxylic acid synthase (ACS4, ACS5 and ACS9) enzyme
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involved in ethylene biosynthesis is regulated by the ubiquitin-dependent degradation [42,43], and
proteasomal degradation of EIN3 and EIL1 transcription factors depends on ethylene concentration [44].
In addition, recently, ERFs from group VII which are characterized by Met-Cys at N-terminal have
been identified as substrates of the N-end rule [45].

The purpose of the present work was (1) to determine the effects of cold, ethylene, and exogenous
GAj; on the germination of dormant Arabidopsis seeds; (2) to investigate whether the responsiveness to
chilling and GAj3 involved C,Hy signaling using various mutants of this pathway; (3) to determine the
role of the N-end rule on the responsiveness to ethylene, chilling, and GAj; and (4) to investigate the
effects of chilling and ethylene that both alleviate seed dormancy on the expression of genes involved
in the ethylene signaling pathway (ETR1, EIN4, and EIN2), N-end rule pathway (PRT6, ATE1, ATE2),
and of ABI5, gene encoding ABI5, regulator of ABA action, and three genes encoding DELLAs
(gibberellin insensitive = GAI, repressor of gal-3 = RGA and RGA-like 2 = RGL2) which regulate the
GAs signaling.

2. Results

2.1. Effects of Cold, Ethylene and GAz on Germination of Dormant Seeds

Dormant Arabidopsis (Col-0) seeds were able to easily germinate at 15 °C but no germination
occurred at 25 °C (Figure 1a). This dormancy was progressively broken by an incubation at 4 °C
(Figure 1a). After one, two, three, and four days at 4 °C, 6.3, 49.5, and 99.5% of the seed population
became able to germinate at 25 °C within two days (Figure 1a). Moreover, 0.125 ppm exogenous
ethylene improved the germination at 25 °C. This stimulatory effect increased with increasing ethylene
concentration, around 50% and 100% of the seed population being able to germinate at 25 °C
within seven days in the presence of ethylene at 1.25 ppm and 50-100 ppm, respectively (Figure 1b).
Incubation of dormant seeds for one day at 4 °C did not strongly improve the germination in air, but had
an additive effect with ethylene; around 75% of the seed population became able to germinate in the
presence of 1.25 ppm ethylene against 50% for the control non-chilled seeds (Figure 1b). In contrast,
1-methylcyclopropene (1-MCP) 1000 ppb, an inhibitor of ethylene action, resulted in an inhibition of
germination at 15 °C and a suppression of the improving effect of ethylene at 25 °C (Table S1).
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Figure 1. Effects of temperature (a), ethylene (b) and GAj3 (c) on the germination of dormant Col-0
seeds. (a) germination at 15 °C (—) and 25 °C (indicated by arrow, open diamonds), and at 25 °C after
one (1), two (2), three (3), and four (4) days of incubation at 4 °C; (b) effects of ethylene concentration on
the germination percentages obtained after seven days at 25 °C with seeds placed directly at 25 °C in
the presence of CoHy (1) or after one day of incubation at 4 °C (2); (c) effects of GA3 concentration (mM)
on the germination percentage obtained at 25 °C. Seeds harvested in 2014. Means of 3 replicates & SD.
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GAj at high concentration (0.1 and 1 mM) improved the germination of dormant seeds placed
at 25 °C (Figure 1c). All the seed population germinated within five days at 25 °C in the presence
of GA3 1 mM, when only 2.8% and 66.8% of the seed population germinated within seven days in
the presence of GA3 0.01 and 0.1 mM, respectively (Figure 1c). In addition, the stimulatory effect of
ethylene (12.5 and 50 ppm) was reduced in the presence of ABA, and suppressed in the presence of
ABA 10 uM (Figure S1).

2.2. Involvement of Ethylene Signaling Pathway and of the N-End Rule Pathway on the Responsiveness of
Dormant Seeds to Cold, Ethylene and GA3

In order to determine the involvement of ethylene in the regulation of dormancy, we have
used various mutants (etr], ein2, and ein4) affected in the ethylene signaling pathway at the level of
the receptor (ETR1 and EIN4), and of EIN2 which play a central role in the responsiveness to this
hormone [12,46,47]. Seeds of Col-0 and all the mutants studied did not germinate at 25 °C, but easily
germinate at 15 °C except etrl and ein2 mutants (Table 1). The same behavior was observed with
seeds harvested in 2016; the germination of etr1 and ein2 seeds was lower at 15 °C than that of Col-0,
and neither of the mutants replied to exogenous ethylene (Table S2).

Table 1. Germination percentages obtained after seven days at 15 and 25 °C, at 15 °C in the presence of
the paclobutrazol (1 uM) and at 25 °C in the presence of ethylene 50 ppm, GA3 1 mM and after four
days of incubation at 4 °C. Means of 3 replicates + SD. Seeds harvested in 2014.

Lines Germination (%) after 7 Days at
15°C 15 °C with 1 uM 250C 25 °C with 50 25°C after4 25°Cwith1
Paclobutrazol ppm CHy Days at 4 °C mM GAj;
Col-0 100 91.5+54 09+0.1 96.3 £2.2 99.5+£0.3 100
etrl 424+ 34 25+09 23+£21 75+03 81.6 £25 23.8 £13.0
ein4 100 769+ 0.8 19.6 + 104 75.6 +3.8 99.5£0.2 88.0+23
ein2 86.4 +25 95.1 £ 0.8 03+03 28+28 98.6 + 0.3 81.1 £9.1

Etrl and ein2 were almost totally insensitive to C;Hy (Table 1 and Table S2), but three to four days
of chilling at 4 °C promoted germination at 25 °C of all mutants including the ethylene insensitive
ones (etr1, ein2) (Table 1, Figure 2) suggesting that cold could act directly on dormancy by bypassing
the ethylene pathway even though etr1 remained the less sensitive to stratification (Figure 2).
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Figure 2. Effects of seed stratification at 4 °C for one, two, three, and four days on the germination
percentages obtained after seven days at 25 °C with various genotypes affected in the ethylene signaling
pathway (etr1, ein2 and ein4). Means of three replicates 4 SD.

GAj; at high concentration (1 mM) promoted the germination of dormant seeds in Col-0 (Figure 1c).
Among the mutants studied, ein2 seeds were responsive to GAj3 to a high extent as germination reached
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around 40% and 80% in the presence of GA3 0.1 mM (data not shown) and 1 mM (Table 1), respectively.
In contrast, etr1 did not respond to GA3 (Table 1), and it was also more sensitive to paclobutrazol
(1 uM) at 15 °C (Table 1).

Ethylene did not break the dormancy of seeds from prt6 mutant and atel-ate2 double mutant
suggesting that the N-end rule is involved in seed responsiveness to ethylene (Figure 3). Like the
mutants affected in the ethylene signaling pathway (etr1 and ein2) (Table 1), 2—4 days of incubation
at 4 °C promoted the germination of almost all the seed population from the mutants affected in the
N-end rule pathway (Figure 3). Unlike etr1 (Table 1), the germination of prt6 and atel-ate2 mutants was
promoted by GA3 (1 mM) (Figure 3).
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Figure 3. Germination percentages obtained after seven days at 25 °C with Col-0 and the N-end rule
mutants (prt6-1 and atel-ate2) seeds placed directly at 25 °C on water without ethylene (control) or in
the presence of ethylene 100 ppm, at 25 °C in the presence of GA3 1 mM and at 25 °C after 1 and 2 days
of incubation at 4 °C. Means of three replicates £ SD. Seeds harvested in 2016.

2.3. Effect of Cold, Ethylene and GA3z Treatments on the Relative Expression of ETR1, EIN4, and EIN2 Involved
in Ethylene Signaling Pathway

Figure 4 shows the effects of incubation of wild type seeds (Col-0) for 24 h at 4 °C, at 25 °C in
the presence of ethylene or GAj on the relative expression of ETR1, EIN4, and EIN2 calculated as
compared to control seeds imbibed for 24 h on water without either ethylene or cold. One day at 4 °C
strongly induced the relative expression of the gene involved in ethylene perception (ETR1, EIN4) and
the major signaling elements gene (EIN2) (Figure 4) indicating the involvement of ethylene in the cold
response. After 24 h treatment at 4 °C, the transcript abundance was 2.21, 5.40, and 7.50 times of the
transcript abundance measured in the control seeds incubated at 25 °C, for ETR1, EIN2, and EIN4,
respectively. In contrast, 24 h-incubation in the presence of either ethylene or GAj3 (Figure 4) did not
significantly induced changes in the relative expression of the three genes.

14

1%

2

s 12t

(o]

[e]

S BChilling
@

2 OC,H,
3

o BGA;
=

£

T

[v's

ETR1 EIN4 EIN2

Figure 4. Relative expression of ETR1, EIN4, and EIN? in seeds (Col-0) incubated for 24 h at 4 °C,
at 25 °C in the presence of ethylene or GA3 1 mM. Control seeds were incubated for 24 h at 25 °C on
water, an arbitrary value of 1 was assigned to control seeds incubated for 24 h at 25 °C on water. Means
of three replicates £ SD. Seeds harvested in 2014.
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Seed incubation for 16 h increased both gene expressions as compared to the dry seeds (Table 2).
Longer incubation (30 and 48 h) at 25 °C in the presence of ethylene results then in a decrease in ERT1
and EIN2 expression as compared to seeds incubated without ethylene (Table 2).

Table 2. Relative expression of ETRI and EIN2 in seeds (Col-0) incubated for 16, 30, and 48 h at 25 °C

in the absence or the presence of ethylene 100 ppm. Calculation was done as compared to dry seeds.
Means of three replicates 4= SD. Seeds harvested in 2016.

Conditions of Seed Incubation at 25 °C Relative Expression (Dry Seeds) of

Treatment Duration (h) ETR1 EIN2
16 3.09 £+ 0.55 5.66 + 0.27
Air 30 1.97 £ 0.27 3.16 £ 0.46
48 520 +1.72 9.41 4+ 0.67
16 2.64 + 0.38 498 + 1.05
Ethylene (100 ppm) 30 1.20 £ 0.19 1.55 £ 0.18
48 0.63 = 0.16 1.72 £ 0.18

2.4. Effect of Cold and Ethylene Treatments on the Relative Expression of PRT6, ATE1, and ATE2 Involved in
the N-End Rule

Incubation at 25 °C, a temperature at which wild type seeds (Col-0) did not germinate, resulted
in an increase in PRT6 and ATE? relative expression which was 2.62 and 1.66 times higher than that
in the dry seeds after 48 h of incubation (Figure 5a,c), but did not result in significant changes in atel
transcript relative abundance (Figure 5b). Seed incubation at 4 °C, a temperature which progressively
alleviated dormancy was also associated with an increase in PRT6 similar to that observed at 25 °C
(Figure 5a) and a decrease in ATE1 and ATE?2 expression (Figure 5b,c). However, transfer of seeds
from 4 °C to 25 °C for 10 h resulted in a strong decrease in PRT6 relative expression (Figure 5a).
This down-regulation of PRT6 and ATE1 from 24 h (Figure 5a,b) was associated with breaking of
dormancy or the start of the germination process.
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Figure 5. Relative expression of PRT6 (a), ATE1 (b), and ATE2 (c) in seeds (Col-0) incubated at 25 °C
or at 4 °C on water, at 25 °C for 10 h after stratification at 4 °C, and at 25 °C in the presence of

ethylene 100 ppm. An arbitrary value of 1 was assigned to dry seeds. Means of three replicates + SD.
Seeds harvested in 2016.

Seed incubation at 25 °C in the presence of ethylene (100 ppm) resulted in a significant decrease
in PRT6, ATE1, and ATE?2 transcript levels for 24 h of imbibition as compared with seeds placed at
25 °C without ethylene (Figure 5). After 48 h in the presence of ethylene the transcript abundance of
PRT6, ATE1, and ATE2 corresponded to around 0.43, 0.33, and 0.53 of the initial value, respectively,
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when PRT6 relative expression reached 2.60 and ATEI and ATE2 remained unchanged or less than
double (0.94 and 1.66, respectively) for seeds incubated at 25 °C without ethylene (Figure 5).

2.5. Effect of Cold and Ethylene Treatments on the Relative Expression of ABI5, RGA, GAI, and RGL2

ABA and GAs being involved in the germination of dormant seeds, we have compared the
effects of cold and ethylene on the expression of ABI5, involved in ABA signaling, in particular
ABA inactivation, and RGA, GAI, and RGL2 encoding three DELLAs involved in the regulation of
GAs efficiency.

Seed imbibed at either 25 or 4 °C resulted in a decrease in ABI5 relative expression, this
phenomenon being more important at 4 °C than that at 25 °C (Figure 6a). For example, after 48 h
incubation the ABI5 transcript relative abundance was 0.12 and 0.41 of its initial value, at 4 and 25 °C,
respectively. Seed transferred from 4 °C to 25 °C resulted in an additional reduction of the transcript

level. Ethylene applied at 25 °C almost completely suppressed the expression of ABI5 after 24 h of
incubation (Figure 6a).
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Figure 6. Relative expression of ABI5 (a), RGA (b), GAI (c), and RGL2 (d) in seeds (Col-0) incubated at
25 °C or at 4 °C on water, at 25 °C for 10 h after stratification at 4 °C and at 25 °C in the presence of

ethylene 100 ppm. An arbitrary value of 1 was assigned to dry seeds. Means of three replicates £ SD.
Seeds harvested in 2016.

Expression of the genes encoding the three DELLAs was induced during seed incubation at 4
and 25 °C, but this increase depended on the temperature (Figure 6b—d). Except for that of RGL2
(Figure 6d), the relative expression of RGA (Figure 6b) and GAI (Figure 6c) was higher at 4 °C than that
at 25 °C at 48 h, and transfer of seeds from 4 to 25 °C resulted in a decrease in the transcript relative
abundance for the three DELLA genes. Application of ethylene at 25 °C for at least 24 h resulted
in a decrease in the gene relative expression for the three DELLAs (Figure 6b—d). After 48 h of seed
incubation in the presence of ethylene, the relative expression of RGA, GAI, and RGL2 respectively
represented 0.43, 0.26, and 0.05 of that calculated in the control seeds placed at 25 °C without ethylene.
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3. Discussion and Conclusions

At harvest, Arabidopsis seeds easily germinate at low temperatures (10-15 °C), but their
germination become progressively impossible with increasing temperature and does not occur at
25 °C (Figure 1a). Two days of incubation at 4 °C was enough to alleviate dormancy (Figure la)
whereas removal of dormancy requires more than 2-8 weeks of seed stratification in other species [48].
The involvement of ABA and GAs, and the hormonal balance between both hormones in the
regulation of dormancy in response to chilling is well documented [3,4,6,49]. Breaking of dormancy
by cold treatment is associated with a decrease in ABA resulting in induction of CYP707A2 and in
ABA sensitivity, and an increase in GAs biosynthesis through changes in GA30X1 and GA200X
expression [13,16,17,50,51]. Our results demonstrate that cold treatment breaks dormancy of all
mutants affected in ethylene signaling, however etrl seeds have the lowest responsiveness to chilling
suggesting that ethylene might be indirectly involved in dormancy (Figure 2, Table 1). Figure 4 also
indicates that 24 h of cold stratification results in an up-regulation of ETR1, EIN4, and EIN2 which can
explain the increase in ethylene sensitivity after stratification of Arabidopsis (Figure 1b) and apple
embryos [52]. Opposingly, incubation of seeds in the presence of GA3 and ethylene does not affect the
expression of these three genes (Figure 4).

Exogenous ethylene also stimulates the germination of dormant Arabidopsis seeds (Figure 1b) as
in other numerous species [10-12]. This stimulatory effect is dose dependent, and Figure 1b shows that
50-100 ppm (uL L) is optimal to alleviate seed dormancy. However seed responsiveness to ethylene
depends on the species and the depth of dormancy [12]. Our results demonstrate that one day chilling is
associated with an increasing sensitivity to ethylene (Figure 1b) in agreement with the results obtained
during breaking of dormancy by chilling in apple [52] and during dry storage in sunflower [53].
In agreement with the results published by Beaudoin et al. [24] and Siriwitayawan et al. [54] etr1
as well as ein2 are more dormant than wild type ones (Table 1 and Table S2) demonstrating that
lower responsiveness to ethylene is associated with dormancy. Our results also demonstrate that
an inhibitor of ethylene action (MCP) inhibits seed germination at 15 °C (Table S1). The regulation
of germination by ethylene in relation with ABA and GAs is well documented [11,12]. Among the
mutant studied, Table 1 shows that at 25 °C etrl does not response to GA3, even applied at high
concentrations (1 mM) and that the germination at 15 °C is strongly inhibited in the presence of
paclobutrazol (1 uM); these results are in agreement with a crosstalk between ethylene and GAs
signaling pathway, ETR1 being a possible sharing component. Chiwocha et al. [55] also indicates
that lack of ETR1 leads to changes in GAs biosynthesis and a lower sensitivity to GAs. Our results
also indicate that the improving effect of chilling and exogenous ethylene on seed germination do
not result in similar changes in expression of RGA, GAI, and RGL2, genes encoding three DELLAs.
After 48 h, the transcript abundance remains higher at 4 °C than that at 25 °C, temperature at which
germination does not occur when application of ethylene results in a fast decrease in RGA, GAI
and RGL2 relative expression (Figure 6b—d). Alleviation of dormancy after two days at 4 °C is not
associated with a strong decrease of the three gene expression; after transfer of seeds from 4 °C to
25 °C (i.e., in non-dormant seeds), RGA (Figure 6b), GAI (Figure 6c), and RGL2 (Figure 6d) relative
expressions are similar to those measured in dormant seeds maintained at 25 °C. Achard et al. [28,56]
reported that ethylene action is mediated via its effects on DELLAs proteins. The decrease in DELLAs
transcripts in the presence of ethylene observed in Figure 6 could result from a crosstalk between GAs
and ethylene signaling pathway. ABA counteracts the effect of C;Hy (Figure S1) and Beaudoin et al. [24]
reported a high sensitivity to ABA of seeds from the mutant affected in the ethylene signaling pathway.
Among the mutants studied, etr1 is the more sensitive to ABA (Table S2). In addition we demonstrate
that exogenous ethylene strongly down-regulates the expression of ABI5 and that this decrease in ABI5
expression is more important in the presence of ethylene than that at 4 °C (Figure 6a). Beside the effects
of chilling on ethylene signaling pathway (Figure 4) and ethylene sensitivity (Figure 1b), stratification
at low temperatures can improve germination after seed transfer at 25 °C through an effect on ABA
and GAs signaling pathways, transcript abundance of ABI5, and DELLAg being modified (Figure 6).
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It is well accepted that E3 ligase activity plays an essential role in hormone signal transduction
pathway [29-31,36,57]. For the first time, we demonstrate that the seed responsiveness to ethylene
requires the N-end rule pathway, dormancy of seeds from prt6 and atel-ate2 mutants being insensitive
to ethylene (Figure 3). As an ein2 mutant (Table 1), dormancy of prt6 and atel-ate2 mutants can be
alleviated by 2—4 days of cold stratification or application of GA3 (Figure 3). As previously published
by Holman et al. [41] and Gibbs et al. [45], prt6 and atel-ate? seeds are more sensitive to ABA and
more tolerant to hypoxia than the wild type. In addition, the ethylene response factors from group
VII (RAP2.2, RAP2.3, RAP2.12, HRE1, and HRE2) have been identified as substrates of the N-end rule
pathway [45,58,59]. Gibbs et al. [59] demonstrate that the effect of NO which alleviates Arabidopsis
dormancy [11] requires a regulation through the expression of ABI5 [60]. Figure 5 indicates that
exogenous ethylene and 2 day-chilling followed by 10 h at 25 °C, conditions which allow germination,
result in a decrease of the relative expression of PRT6 (Figure 5a), ATEI (Figure 5b), and ATE2
(Figure 5c), whereas seed incubation at 25 °C which does not allow germination, does not significantly
affect the relative expression of PRT6, ATE1, and ATE2. These data suggest that down-regulation of
the genes involved in the N-end rule is associated with the germination of Col-0. Using mutants and
as demonstrated by Gibbs et al. [59,60] concerning the seed responsiveness to NO, we suggest that the
insensitivity to ethylene probably results from a regulation of group VII ERF levels via the N-end rule
activity and a crosstalk with ABA and GAs signaling.

In conclusion, the present work demonstrates that cold treatment and exogenous ethylene, which
both alleviate seed dormancy, do not result in comparable changes in expression of genes involved in
the ethylene signaling pathway, in ABA signaling (ABI5) and in genes encoding DELLAs (Figures 4-6).
We report for the first time the involvement of the N-end rule pathway in the responsiveness of seeds
to ethylene. The aims of our further researches are to determine whether the ERF transcription factors
have a role in the interaction between the N-end rule pathway, ABA, and GAs signaling pathways in
the regulation of dormancy.

4. Materials and Methods

4.1. Seed Material

Arabidopsis thaliana seeds from Columbia-0 (Col-0) were used as the wild type of this study.
The mutants affected in the ethylene signaling pathway and the N-end rule pathway were obtained
from the Nottingham Arabidopsis Stock Center (NASC) or from individual researchers: etrl
(NASC ID number N237); ein4d (NASC ID number N8053) [61]; ein2 (NASC ID number N3071) [62];
prt6-1 (Sail-1278-H11); atel-ate? (gifts from Dr. M. J. Holdsworth, Nottingham University) [41,45,59,63].
All mutants were in the Arabidopsis genetic background Columbia-0. Seeds were sown in a mixture of
soil and vermiculite (9:1) and placed in a growth chamber at 21 °C under a photoperiod of 16 hlight/8 h
dark with a light intensity between 150 and 200 pmol-m~2-s~!. After 12-15 days, germinated seeds
were transferred on soil /perlite/vermiculite (2:1:1) and plants were grown in the same conditions.
Siliques were harvested at maturity and seeds were collected. Seeds freshly harvested in 2014, 2015,
and 2016 with a moisture content at around 5-6% dry weight were stored at —30 °C in order to preserve
their initial dormancy.

4.2. Germination Assays

Germination assays were performed in darkness in 9 cm Petri dishes (100 to 200 seeds per assay
in 3 replicates) by placing seeds on a filter paper on the top of a layer of cotton wool moistened
with deionized water, abscisic acid (ABA: 0.1, 1 or 10 uM), gibberellic acid (GA3: 0.01, 0.1 or 1 mM),
paclobutrazol, and 1-methylecyclopropene (1-MCP: 1000 ppb). Seed stratification was carried out at
4 °C as the germination assays on water for 1 to 4 days.
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Germination assays in the presence of gaseous ethylene were carried out in tightly closed
360 mL-containers in which was injected gaseous ethylene (5%) (Air Liquide, Paris, France) in order to
obtain concentration from 0 to 100 uL L~ 1.

A seed was considered to have germinated as soon as the radicle protruded through the seed coat.
Germination counts were made every 24 h for 7 days, and the results presented are the means of the
germination percentages obtained with 3 replicates & SD.

4.3. RNA Extraction and Real-Time Quantitative RT-PCR

A 50 mg aliquot of seeds was ground in liquid nitrogen, and total RNA was extracted by a
modified CTAB method as described by Chang et al. [64]. Total RNA (1 pg) was treated with DNase
I (ThermoFisher, Waltham, MA, USA), reverse transcribed with Revertaid Reverse Transcriptase
(ThermoFisher) in a 25 pL reaction volume and amplified with Mastercycler ep Realplex (Eppendorf,
Hamburg, Germany) using 5 pL of 30-fold diluted cDNA solution. Primers were designed with
primer3 software. They were obtained from Eurogentec (Angers, France) and the primer sequences
are shown in Table S1. Real-time PCRs were performed with the Maxima™ SYBR Green qPCR Master
Mix (ThermoFisher) and 0.23 uM of each primer in a 15 pL reaction. Cycle thresholds (Cts) were
calculated using the Realplex 2.0 software (Eppendorf). For each plate and each gene, a standard curve
made with dilutions of cDNA pools was used to calculate the reaction efficiencies, and the relative
expression was calculated according to Hellemans et al. [65] with UBQ5 (Ubigquitin5, AT3G62250) and
EMB1345 (Embryo defective 1345, AT2G26060), or with CB5-E (Cytochrome B5 isoform E, AT5G53560),
RHIP1 (Chromosome associated kinesin, AT4G26410) and TIP41 (Tip-like family Protein, AT4G34270) as
reference genes used by [66] and by [67,68], respectively. An arbitrary value of 1 was assigned to the
Col-0 seeds imbibed during 24 h at 25 °C on water (Figure 4) or to the dry seeds (Figures 5 and 6),
which were used as control for normalization [69]. Results presented are the means & SD of 3 or 4
biological replicates.

Supplementary Materials: The following are available online at http://www.mdpi.com/1422-0067/19/11/3577/
s1.

Author Contributions: Data analysis, X.W., Z.Y.-C., C.B. (Catherine Biniek) and F.C.; Supervision, EC.;
Writing—Original draft, H.E.-M.-B., FE.C.; Review and editing, C.B. (Christophe Bailly), H.E.-M.-B. and F.C.
Funding: The Xu Wang was funded by China Scholarship Council.

Acknowledgments: Authors thank M.J. Holdsworth (School of Biosciences, University of Nottingham, UK) for
providing the mutants affected in the N-end rule pathway.

Conflicts of Interest: The authors declare no conflict of interest.

References

1.  Finch-Savage, W.E.; Leubner-Metzger, G. Seed dormancy and the control of germination. New Phytol.
2006, 171, 501-523. [CrossRef] [PubMed]

2. Finch-Savage, W.E.; Footitt, S. Seed dormancy cycling and the regulation of dormancy mechanisms to time
germination in variable field environments. J. Exp. Bot. 2017, 68, 843-856. [CrossRef] [PubMed]

3. Graeber, K.; Nakabayashi, K.; Miatton, E.; Leubner-Metzger, G.; Soppe, W.]. Molecular mechanisms of seed
dormancy. Plant Cell Environ. 2012, 35, 1769-1786. [CrossRef] [PubMed]

4. Miransari, M.; Smith, D.L. Plant hormones and seed germination. Environ. Exp. Bot. 2014, 99, 110-121. [CrossRef]

5. Nonogaki, H. Seed biology updates—Highlights and new discoveries in seed dormancy and germination
research. Front. Plant Sci. 2017, 8, 524:1-524:16. [CrossRef] [PubMed]

6.  Finkelstein, R.; Reeves, W.; Ariizumi, T.; Steber, C. Molecular aspects of seed dormancy. Annu. Rev. Plant Biol.
2008, 59, 387-415. [CrossRef] [PubMed]

7. Shu, K,; Liu, X.; Xie, Q.; He, Z. Two faces of one seed: Hormonal regulation of dormancy and germination.
Mol. Plant 2016, 9, 34-45. [CrossRef] [PubMed]

8.  Dill, A.; Sun, T. Synergistic derepression of gibberellin signaling by removing RGA and GAI function in
Arabidopsis thaliana. Genetics 2001, 159, 777-785. [PubMed]


http://www.mdpi.com/1422-0067/19/11/3577/s1
http://www.mdpi.com/1422-0067/19/11/3577/s1
http://dx.doi.org/10.1111/j.1469-8137.2006.01787.x
http://www.ncbi.nlm.nih.gov/pubmed/16866955
http://dx.doi.org/10.1093/jxb/erw477
http://www.ncbi.nlm.nih.gov/pubmed/28391330
http://dx.doi.org/10.1111/j.1365-3040.2012.02542.x
http://www.ncbi.nlm.nih.gov/pubmed/22620982
http://dx.doi.org/10.1016/j.envexpbot.2013.11.005
http://dx.doi.org/10.3389/fpls.2017.00524
http://www.ncbi.nlm.nih.gov/pubmed/28443117
http://dx.doi.org/10.1146/annurev.arplant.59.032607.092740
http://www.ncbi.nlm.nih.gov/pubmed/18257711
http://dx.doi.org/10.1016/j.molp.2015.08.010
http://www.ncbi.nlm.nih.gov/pubmed/26343970
http://www.ncbi.nlm.nih.gov/pubmed/11606552

Int. ]. Mol. Sci. 2018, 19, 3577 110f13

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

Piskurewicz, U.; Jikumaru, Y.; Kinoshita, N.; Nambara, E.; Kamiya, Y.; Lopez-Molina, L. The gibberellic acid
signaling repressor RGL2 inhibits Arabidopsis seed germination by stimulating abscisic acid synthesis and
ABI5 activity. Plant Cell 2008, 20, 2729-2745. [CrossRef] [PubMed]

Matilla, A.J.; Matilla-Vazquez, M.A. Involvement of ethylene in seed physiology. Plant Sci. 2008, 175, 87-97.
[CrossRef]

Arc, E.; Sechet, J.; Corbineau, F.; Rajjou, L.; Marion-Poll, A. ABA crosstalk with ethylene and nitric oxide in
seed dormancy and germination. Front. Plant Sci. 2013, 4, 63:1-63:19. [CrossRef] [PubMed]

Corbineau, F; Xia, Q.; Bailly, C.; El-Maarouf-Bouteau, H. Ethylene, a key factor in the regulation of seed
dormancy. Front. Plant Sci. 2014, 5, 539:1-539:13. [CrossRef] [PubMed]

Holdsworth, M.].; Bentsink, L.; Soppe, W.J.]. Molecular networks regulating Arabidopsis seed maturation,
after-ripening, dormancy and germination. New Phytol. 2008, 179, 33-54. [CrossRef] [PubMed]

Derkx, M.PM.; Karssen, C.M. Variability in light gibberellin and nitrate requirement of Arabidopsis thaliana
seeds due to harvest time and conditions of dry storage. J. Plant Physiol. 1993, 141, 574-582. [CrossRef]
Koornneef, M.; Karssen, C.M. Seed dormancy and germination. In Arabidopsis, 1st ed.; Meyerowitz, EM.,
Somerville, C.R., Eds.; Cold Spring Harbor Laboratory Press: Cold Spring Harbor, NY, USA, 1994;
Volume 27, pp. 313-334. ISBN 9780879694289.

Yamauchi, Y.; Ogawa, M.; Kuwahara, A.; Hanada, A.; Kamiya, Y.; Yamaguchi, S. Activation of gibberellin
biosynthesis and response pathways by low temperature during imbibition of Arabidopsis thaliana seeds.
Plant Cell 2004, 16, 367-378. [CrossRef] [PubMed]

Topham, A.T,; Taylor, R.E.; Yan, D.; Nambara, E.; Johnston, I.G.; Bassel, G.W. Temperature variability
is integrated by a spatially embedded decision-making center to break dormancy in Arabidopsis seeds.
Proc. Natl. Acad. Sci. USA 2017, 114, 6629-6634. [CrossRef] [PubMed]

Staszak, A.M.; Guzicka, M.; Pawlowski, T.A. Signalling regulators of abscisic and gibberellic acid pathways
are involved in dormancy breaking of norway maple (Acer platanoides L.) seeds. Acta Physiol. Plant. 2017, 39,
251:1-251:10. [CrossRef]

Linkies, A.; Leubner-Metzger, G. Beyond gibberellins and abscisic acid: How ethylene and jasmonates
control seed germination. Plant Cell Rep. 2012, 31, 253-270. [CrossRef] [PubMed]

Wang, C.Y. Relation of chilling stress to ethylene production. In Low Temperature Stress Physiology in Crops,
1st ed.; CRC Press: Boca Raton, FL, USA, 1989; pp. 177-190, ISBN 9780849365676.

Wang, K.L,; Li, H.; Ecker, ].R. Ethylene biosynthesis and signaling networks. Plant Cell 2002, 14, S131-5151.
[CrossRef] [PubMed]

Merchante, C.; Alonso, ].M.; Stepanova, A.N. Ethylene signaling: Simple ligand, complex regulation.
Curr. Opin. Plant Biol. 2013, 16, 554-560. [CrossRef] [PubMed]

Ohme-Takagi, M.; Shinshi, H. Ethylene-inducible DNA binding proteins that interact with an
ethylene-responsive element. Plant Cell 1995, 7, 173-182. [CrossRef] [PubMed]

Beaudoin, N.; Serizet, C.; Gosti, E.; Giraudat, J. Interactions between abscisic acid and ethylene signaling
cascades. Plant Cell 2000, 12, 1103-1115. [CrossRef] [PubMed]

Ghassemian, M.; Nambara, E.; Cutler, S.; Kawaide, H.; Kamiya, Y.; McCourt, P. Regulation of abscisic acid
signaling by the ethylene response pathway in Arabidopsis. Plant Cell 2000, 12, 1117-1126. [CrossRef] [PubMed]
Calvo, A.P; Nicolas, C.; Lorenzo, O.; Nicolas, G.; Rodriguez, D. Evidence for positive regulation by
gibberellins and ethylene of ACC oxidase expression and activity during transition from dormancy to
germination in Fagus Sylvatica L. Seeds. ]. Plant Growth Regul. 2004, 23, 44-53. [CrossRef]
Iglesias-Fernandez, R.; Matilla, A.J. Genes involved in ethylene and gibberellins metabolism are required
for endosperm-limited germination of Sisymbrium officinale L. Seeds: Germination in Sisymbrium officinale L.
Seeds. Planta 2010, 231, 653-664. [CrossRef] [PubMed]

Achard, P; Vriezen, W.H.; Van Der Straeten, D.; Harberd, N.P. Ethylene regulates Arabidopsis development
via the modulation of DELLA protein growth repressor function. Plant Cell 2003, 15, 2816-2825. [CrossRef]
[PubMed]

Penfield, S.; King, J. Towards a systems biology approach to understanding seed dormancy and germination.
Proc. Biol. Sci. 2009, 276, 3561-35699. [CrossRef] [PubMed]

Santner, A.; Estelle, M. The ubiquitin-proteasome system regulates plant hormone signaling. Plant .
2010, 61, 1029-1040. [CrossRef] [PubMed]


http://dx.doi.org/10.1105/tpc.108.061515
http://www.ncbi.nlm.nih.gov/pubmed/18941053
http://dx.doi.org/10.1016/j.plantsci.2008.01.014
http://dx.doi.org/10.3389/fpls.2013.00063
http://www.ncbi.nlm.nih.gov/pubmed/23531630
http://dx.doi.org/10.3389/fpls.2014.00539
http://www.ncbi.nlm.nih.gov/pubmed/25346747
http://dx.doi.org/10.1111/j.1469-8137.2008.02437.x
http://www.ncbi.nlm.nih.gov/pubmed/18422904
http://dx.doi.org/10.1016/S0176-1617(11)80459-1
http://dx.doi.org/10.1105/tpc.018143
http://www.ncbi.nlm.nih.gov/pubmed/14729916
http://dx.doi.org/10.1073/pnas.1704745114
http://www.ncbi.nlm.nih.gov/pubmed/28584126
http://dx.doi.org/10.1007/s11738-017-2544-0
http://dx.doi.org/10.1007/s00299-011-1180-1
http://www.ncbi.nlm.nih.gov/pubmed/22044964
http://dx.doi.org/10.1105/tpc.001768
http://www.ncbi.nlm.nih.gov/pubmed/12045274
http://dx.doi.org/10.1016/j.pbi.2013.08.001
http://www.ncbi.nlm.nih.gov/pubmed/24012247
http://dx.doi.org/10.1105/tpc.7.2.173
http://www.ncbi.nlm.nih.gov/pubmed/7756828
http://dx.doi.org/10.1105/tpc.12.7.1103
http://www.ncbi.nlm.nih.gov/pubmed/10899977
http://dx.doi.org/10.1105/tpc.12.7.1117
http://www.ncbi.nlm.nih.gov/pubmed/10899978
http://dx.doi.org/10.1007/s00344-004-0074-7
http://dx.doi.org/10.1007/s00425-009-1073-5
http://www.ncbi.nlm.nih.gov/pubmed/20012087
http://dx.doi.org/10.1105/tpc.015685
http://www.ncbi.nlm.nih.gov/pubmed/14615596
http://dx.doi.org/10.1098/rspb.2009.0592
http://www.ncbi.nlm.nih.gov/pubmed/19605392
http://dx.doi.org/10.1111/j.1365-313X.2010.04112.x
http://www.ncbi.nlm.nih.gov/pubmed/20409276

Int. ]. Mol. Sci. 2018, 19, 3577 12 0f13

31.

32.
33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

47.

48.

49.
50.

51.

Kelley, D.R.; Estelle, M. Ubiquitin-mediated control of plant hormone signaling. Plant Physiol.
2012, 160, 47-55. [CrossRef] [PubMed]

Varshavsky, A. The N-end rule pathway of protein degradation. Genes Cells 1997, 2, 13-28. [CrossRef] [PubMed]
Graciet, E.; Mesiti, F.; Wellmer, F. Structure and evolutionary conservation of the plant N-end rule pathway.
Plant J. 2010, 61, 741-751. [CrossRef] [PubMed]

Sriram, S.M.; Kim, B.Y.; Kwon, Y.T. The n-end rule pathway: Emerging functions and molecular principles of
substrate recognition. Nat. Rev. Mol. Cell Biol. 2011, 12, 735-747. [CrossRef] [PubMed]

Wang, E; Deng, X.W. Plant ubiquitin-proteasome pathway and its role in gibberellin signaling. Cell Res.
2011, 21, 1286-1294. [CrossRef] [PubMed]

Tyler, L; Thomas, S.G.; Hu, J; Dill, A; Alonso, ].M.; Ecker, J.R; Sun, T.P. DELLA proteins
and gibberellin-regulated seed germination and floral development in Arabidopsis. Plant Physiol.
2004, 135, 1008-1019. [CrossRef] [PubMed]

Schwechheimer, C. Understanding gibberellic acid signaling—Are we there yet? Curr. Opin. Plant Biol.
2008, 11, 9-15. [CrossRef] [PubMed]

Sun, T.P. The molecular mechanism and evolution of the GA-GID1-DELLA signaling module in plants.
Curr. Biol. 2011, 21, R338-R345. [CrossRef] [PubMed]

Miura, K;; Lee, J.; Jin, ].B.; Yoo, C.Y.; Miura, T.; Hasegawa, P.M. Sumoylation of ABI5 by the Arabidopsis
SUMO ES3 ligase SIZ1 negatively regulates abscisic acid signaling. Proc. Natl. Acad. Sci. USA 2009, 106,
5418-5423. [CrossRef] [PubMed]

Lee, J.H.; Yoon, H.J.; Terzaghi, W.; Martinez, C.; Dai, M.Q.; Li, ].G.; Byun, M.O.; Deng, X.W. DWA1 and
DWA?2, two Arabidopsis DWD protein components of CUL4-based E3 ligases, act together as negative
regulators in ABA signal transduction. Plant Cell 2010, 22, 1716-1732. [CrossRef] [PubMed]

Holman, T.J.; Jones, P.D.; Russell, L.; Medhurst, A.; Tomas, S.U.; Talloji, P.; Marquez, J.; Schmuths, H.;
Tung, S.A.; Taylor, I; et al. The N-end rule pathway promotes seed germination and establishment through
removal of ABA sensitivity in Arabidopsis. Proc. Natl. Acad. Sci. USA 2009, 106, 4549-4554. [CrossRef]
[PubMed]

Christians, M.].; Gingerich, D.J.; Hansen, M.; Binder, B.M.; Kieber, ]J.J.; Vierstra, R.D. The BTB ubiquitin
ligases ETO1, EOL1 and EOL2 act collectively to regulate ethylene biosynthesis in Arabidopsis by controlling
type-2 ACC synthase levels. Plant J. 2009, 57, 332-345. [CrossRef] [PubMed]

Lyzenga, W.].; Stone, S.L. Regulation of ethylene biosynthesis through protein degradation. Plant Signal
Behav. 2012, 7, 1438-1442. [CrossRef] [PubMed]

An, F; Zhao, Q.; Ji, Y;; Li, W,; Jiang, Z.; Yu, X,; Zhang, C.; Han, Y.; He, W,; Liu, Y.; et al. Ethylene-induced
stabilization of ETHYLENE INSENSITIVE3 and EIN3-LIKE1 is mediated by proteasomal degradation of
EIN3 binding F-box 1 and 2 that requires EIN2 in Arabidopsis. Plant Cell 2010, 22, 2384-2401. [CrossRef]
[PubMed]

Gibbs, D.J.; Lee, S.C.; Isa, N.M.; Gramuglia, S.; Fukao, T.; Bassel, G.W.; Correia, C.S.; Corbineau, F;
Theodoulou, FL.; Bailey-Serres, J.; et al. Homeostatic response to hypoxia is regulated by the N-end
rule pathway in plants. Nature 2011, 479, 415-423. [CrossRef] [PubMed]

Qiao, H.; Chang, K.N.; Yazaki, J.; Ecker, ].R. Interplay between ethylene, ETP1/ETP2 F-box proteins,
and degradation of EIN2 triggers ethylene responses in Arabidopsis. Genes Dev. 2009, 23, 512-521. [CrossRef]
[PubMed]

Ju, C.; Yoon, G.M.; Shemansky, ] M.; Lin, D.Y,; Ying, Z.1.; Chang, J.; Garrett, W.M.; Kessenbrock, M.; Groth, G.;
Tucker, M.L.; et al. CTR1 phosphorylates the central regulator EIN2 to control ethylene hormone signaling
from the ER membrane to the nucleus in Arabidopsis. Proc. Natl. Acad. Sci. USA 2012, 109, 19486-19491.
[CrossRef] [PubMed]

Baskin, C.C.; Baskin, J.M. Seeds: Ecology, Biogeography, and Evolution of Dormancy and Germination, 2nd ed.;
Academic Press: Cambridge, MA, USA, 2014; ISBN 9780124166776.

Nonogaki, H.; Bassel, G.W.; Bewley, ].D. Germination-still a mystery. Plant Sci. 2010, 179, 574-581. [CrossRef]
Hauvermale, A.L.; Ariizumi, T.; Steber, C.M. Gibberellin signaling: A theme and variations on DELLA
repression. Plant Physiol. 2012, 160, 83-92. [CrossRef] [PubMed]

Chen, WH,; Li, PE; Chen, M.K;; Lee, Y.I; Yang, C.H. Forever young flower negatively regulates ethylene
response DNA-binding factors by activating an ethylene-responsive factor to control Arabidopsis floral
organ senescence and abscission. Plant Physiol. 2015, 168, 1666-1683. [CrossRef] [PubMed]


http://dx.doi.org/10.1104/pp.112.200527
http://www.ncbi.nlm.nih.gov/pubmed/22723083
http://dx.doi.org/10.1046/j.1365-2443.1997.1020301.x
http://www.ncbi.nlm.nih.gov/pubmed/9112437
http://dx.doi.org/10.1111/j.1365-313X.2009.04099.x
http://www.ncbi.nlm.nih.gov/pubmed/20003166
http://dx.doi.org/10.1038/nrm3217
http://www.ncbi.nlm.nih.gov/pubmed/22016057
http://dx.doi.org/10.1038/cr.2011.118
http://www.ncbi.nlm.nih.gov/pubmed/21788985
http://dx.doi.org/10.1104/pp.104.039578
http://www.ncbi.nlm.nih.gov/pubmed/15173565
http://dx.doi.org/10.1016/j.pbi.2007.10.011
http://www.ncbi.nlm.nih.gov/pubmed/18077204
http://dx.doi.org/10.1016/j.cub.2011.02.036
http://www.ncbi.nlm.nih.gov/pubmed/21549956
http://dx.doi.org/10.1073/pnas.0811088106
http://www.ncbi.nlm.nih.gov/pubmed/19276109
http://dx.doi.org/10.1105/tpc.109.073783
http://www.ncbi.nlm.nih.gov/pubmed/20525848
http://dx.doi.org/10.1073/pnas.0810280106
http://www.ncbi.nlm.nih.gov/pubmed/19255443
http://dx.doi.org/10.1111/j.1365-313X.2008.03693.x
http://www.ncbi.nlm.nih.gov/pubmed/18808454
http://dx.doi.org/10.4161/psb.21930
http://www.ncbi.nlm.nih.gov/pubmed/22990452
http://dx.doi.org/10.1105/tpc.110.076588
http://www.ncbi.nlm.nih.gov/pubmed/20647342
http://dx.doi.org/10.1038/nature10534
http://www.ncbi.nlm.nih.gov/pubmed/22020279
http://dx.doi.org/10.1101/gad.1765709
http://www.ncbi.nlm.nih.gov/pubmed/19196655
http://dx.doi.org/10.1073/pnas.1214848109
http://www.ncbi.nlm.nih.gov/pubmed/23132950
http://dx.doi.org/10.1016/j.plantsci.2010.02.010
http://dx.doi.org/10.1104/pp.112.200956
http://www.ncbi.nlm.nih.gov/pubmed/22843665
http://dx.doi.org/10.1104/pp.15.00433
http://www.ncbi.nlm.nih.gov/pubmed/26063506

Int. ]. Mol. Sci. 2018, 19, 3577 13 0f 13

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

69.

Sinska, I. Interaction of ethephon with cytokinin and gibberellin during the removal of apple seed dormancy
and germination of embryos. Plant Sci. 1989, 64, 39-44. [CrossRef]

Corbineau, F; Céome, D. Germination of sunflower seeds as related to ethylene synthesis and sensitivity.
In Biology and Biotechnology of the Plant Hormone Ethylene, 3rd ed.; Vendrell, M., Ed.; IOS Press: Amsterdam,
The Netherlands, 2003; pp. 216-221. ISBN 9781586033460.

Siriwitayawan, G.; Geneve, R.L.; Downie, A.B. Seed germination of ethylene perception mutants of tomato
and Arabidopsis. Seed Sci. Res. 2003, 13, 303-314. [CrossRef]

Chiwocha, S.D.; Cutler, A.].; Abrams, S.R.; Ambrose, S.J.; Yang, J.; Ross, A.R.; Kermode, A.R. The etr1-2 mutation
in Arabidopsis thaliana affects the abscisic acid, auxin, cytokinin and gibberellin metabolic pathways during
maintenance of seed dormancy, moist-chilling and germination. Plant J. 2005, 42, 35—48. [CrossRef] [PubMed]

Achard, P; Baghour, M.; Chapple, A.; Hedden, P; Van Der Straeten, D.; Genschik, P.; Moritz, T.; Harberd, N.P.
The plant stress hormone ethylene controls floral transition via DELLA dependent regulation ot floral
meristem-identity genes. Proc. Natl. Acad. Sci. USA 2007, 104, 6484-6489. [CrossRef] [PubMed]

Liu, H.; Stone, S.L. Abscisic acid increases Arabidopsis ABI5 transcription factor levels by promoting KEG E3
ligase self-ubiquitination and proteasomal degradation. Plant Cell 2010, 22, 2630-2641. [CrossRef] [PubMed]
Licausi, F; Kosmacz, M.; Weits, D.A.; Giuntoli, B.; Giorgi, EM.; Voesenek, L.A.C., Jr.; Perata, P;
van Dongen, J.T. Oxygen sensing in plants is mediated by an N-end rule pathway for protein destabilization.
Nature 2011, 479, 419-441. [CrossRef] [PubMed]

Gibbs, D.J.; Md Isa, N.; Movahedi, M.; Lozano-Juste, J.; Mendiondo, G.M.; Berckhan, S.; Marin-de la Rosa, N.;
Vicente Conde, J.; Sousa Correia, C.; Pearce, S.P; et al. Nitric oxide sensing in plants is mediated by
proteolytic control of group VII ERF transcription factors. Mol. Cell 2014, 53, 369-379. [CrossRef] [PubMed]
Gibbs, D.J.; Conde, ].V.; Berckhan, S.; Prasad, G.; Mendiondo, G.M.; Holdsworth, M.]. Group VII ethylene
response factors coordinate oxygen and nitric oxide signal transduction and stress responses in plants.
Plant Physiol. 2015, 169, 23-31. [CrossRef] [PubMed]

Roman, G.; Lubarsky, B.; Kieber, J.J.; Rothenberg, M.; Ecker, J.R. Genetic analysis of ethylene signal
transduction in Arabidopsis thaliana: Five novel mutant loci integrated into a stress response pathway.
Genetics 1995, 139, 1393-1409. [PubMed]

Guzman, P; Ecker, ].R. Exploiting the triple response of Arabidopsis to identify ethylene-related mutants.
Plant Cell 1990, 2, 513-523. [CrossRef] [PubMed]

Licausi, E; van Dongen, ].T.; Giuntoli, B.; Novi, G.; Santaniello, A.; Geigenberger, P; Perata, P. HRE1 and
HRE2, two hypoxia-inducible ethylene response factors, affect anaerobic responses in Arabidopsis thaliana.
Plant J. 2010, 62, 302-315. [CrossRef] [PubMed]

Chang, E.; Zhao, Y.; Wei, Q.; Shi, S.; Jiang, Z. Isolation of high-quality RNA from Platycladus orientalis and
other cupressaceae plants. Electron. |. Biotechnol. 2016, 23, 21-27. [CrossRef]

Hellemans, J.; Mortier, G.; De Paepe, A.; Speleman, F.; Vandesompele, J. qBase relative quantification
framework and software for management and automated analysis of real-time quantitative PCR data.
Genome Biol. 2007, 8, R19. [CrossRef] [PubMed]

Leymarie, J.; Vitkauskaite, G.; Hoang, H.H.; Gendreau, E.; Chazoule, V.; Meimoun, P.; Corbineau, E;
El-Maarouf-Bouteau, H.; Bailly, C. Role of reactive oxygen species in the regulation of Arabidopsis seed
dormancy. Plant Cell Physiol. 2012, 53, 96-106. [CrossRef] [PubMed]

Czechowski, T.; Stitt, M.; Altmann, T.; Udvardi, M.K,; Scheible, W.R. Genome-wide identification and testing
of superior reference genes for transcript normalization in Arabidopsis. Plant Physiol. 2005, 139, 5-17.
[CrossRef] [PubMed]

Djafi, N.; Vergnolle, C.; Cantrel, C.; Wietrzynski, W.; Delage, E.; Cochet, F; Puyaubert, J;
Soubigou-Taconnat, L.; Gey, D.; Collin, S.; et al. The Arabidopsis DREB2 genetic pathway is constitutively
repressed by basal phosphoinositide-dependent phospholipase C coupled to diacylglycerol kinase.
Front. Plant Sci. 2013, 4. [CrossRef] [PubMed]

Pfaffl, M.W. A new mathematical model for relative quantification in real-time RT-PCR. Nucleic Acids Res.
2001, 29, e45. [CrossRef] [PubMed]

@ © 2018 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
@ article distributed under the terms and conditions of the Creative Commons Attribution

(CC BY) license (http:/ /creativecommons.org/licenses/by/4.0/).


http://dx.doi.org/10.1016/0168-9452(89)90149-0
http://dx.doi.org/10.1079/SSR2003147
http://dx.doi.org/10.1111/j.1365-313X.2005.02359.x
http://www.ncbi.nlm.nih.gov/pubmed/15773852
http://dx.doi.org/10.1073/pnas.0610717104
http://www.ncbi.nlm.nih.gov/pubmed/17389366
http://dx.doi.org/10.1105/tpc.110.076075
http://www.ncbi.nlm.nih.gov/pubmed/20682837
http://dx.doi.org/10.1038/nature10536
http://www.ncbi.nlm.nih.gov/pubmed/22020282
http://dx.doi.org/10.1016/j.molcel.2013.12.020
http://www.ncbi.nlm.nih.gov/pubmed/24462115
http://dx.doi.org/10.1104/pp.15.00338
http://www.ncbi.nlm.nih.gov/pubmed/25944828
http://www.ncbi.nlm.nih.gov/pubmed/7768447
http://dx.doi.org/10.1105/tpc.2.6.513
http://www.ncbi.nlm.nih.gov/pubmed/2152173
http://dx.doi.org/10.1111/j.1365-313X.2010.04149.x
http://www.ncbi.nlm.nih.gov/pubmed/20113439
http://dx.doi.org/10.1016/j.ejbt.2016.08.003
http://dx.doi.org/10.1186/gb-2007-8-2-r19
http://www.ncbi.nlm.nih.gov/pubmed/17291332
http://dx.doi.org/10.1093/pcp/pcr129
http://www.ncbi.nlm.nih.gov/pubmed/21937678
http://dx.doi.org/10.1104/pp.105.063743
http://www.ncbi.nlm.nih.gov/pubmed/16166256
http://dx.doi.org/10.3389/fpls.2013.00307
http://www.ncbi.nlm.nih.gov/pubmed/23964284
http://dx.doi.org/10.1093/nar/29.9.e45
http://www.ncbi.nlm.nih.gov/pubmed/11328886
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results 
	Effects of Cold, Ethylene and GA3 on Germination of Dormant Seeds 
	Involvement of Ethylene Signaling Pathway and of the N-End Rule Pathway on the Responsiveness of Dormant Seeds to Cold, Ethylene and GA3 
	Effect of Cold, Ethylene and GA3 Treatments on the Relative Expression of ETR1, EIN4, and EIN2 Involved in Ethylene Signaling Pathway 
	Effect of Cold and Ethylene Treatments on the Relative Expression of PRT6, ATE1, and ATE2 Involved in the N-End Rule 
	Effect of Cold and Ethylene Treatments on the Relative Expression of ABI5, RGA, GAI, and RGL2 

	Discussion and Conclusions 
	Materials and Methods 
	Seed Material 
	Germination Assays 
	RNA Extraction and Real-Time Quantitative RT–PCR 

	References

