Transcriptome analysis provides insights into the markers of resting and LPS-activated macrophages in grass carp (Ctenopharyngodon idella)
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Supplementary Figures
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Supplementary Figure S1 | Verified mRNA expressions of previously proposed markers in transcriptome sequencing. (a) CD68 and M-CSFR as the classical surface markers of macrophage were determined in Mø and M(LPS). (b) Proinflammatory factor levels of IL-1β, IL-6, iNOS (which elicited the production of reactive nitrogen), and TNF-α were determined in macrophage culture in vitro, stimulated with LPS (5μg/mL) or without stimulation. *P < 0.05; **P < 0.01; ***P < 0.01.
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Supplementary Figure S2 | All the three independent experiments had the same trend on previously reported markers of macrophage by qRT-PCR. (a) CD68 and M-CSFR as the classical surface markers of macrophage were determined in Mø and M(LPS). (b) Proinflammatory factor levels of IL-1β, IL-6, iNOS, and TNF-α were determined in macrophage culture in vitro, stimulated with LPS (5μg/mL) or without stimulation. Data were expressed as mean ± SD, n=3 due to three technical replicates.
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Supplementary Figure S3 | RPKM density distribution. The log10(RPKM) is used for the Y axis and the sample name is used for the X axis. Box plots show the median, the lower quartile and the upper quartile, and the lowest and highest values in the distribution of a given set of data.
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Supplementary Figure S4 | All the three independent experiments had the same trend on CD molecules by qRT-PCR. (a) CD molecules were expressed in resting and activated macrophages. (b) The changes in CD molecule during macrophage polarization. Data were expressed as mean ± SD, n=3 due to three technical replicates.
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Supplementary Figure S5 | All the three independent experiments had the same trend on chemokines by qRT-PCR. (a) Chemokines were expressed in resting and activated macrophages. (b) The changes in chemokines during macrophage polarization. Data were expressed as mean ± SD, n=3 due to three technical replicates. * P < 0.05; ** P < 0.01; *** P < 0.01.
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Supplementary Figure S6 | Nitric oxide (NO) production of macrophages. Macrophages were incubated with 5 μg/mL of LPS or medium alone for 6 h. The nitric oxide (NO) content was measured by using a nitric oxide assay kit. Data were expressed as mean ± SD (n = 3).
