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Figure S1. Box plots reporting the ages in the three case series SBC: synchronous breast cancer; MBC: 
metachronous breast cancer; LRC: locally recurrent cancer. p = 0.24.  
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Figure S2. Classification of tumor pairs by ER and ERBB2 status as defined by gene expression data 
for women with synchronous bilateral (panel A), metachronous bilateral (MBC) (panel B), and locally 
relapsed (panel C) breast cancer. 
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Figure S3. Panel A. Box-plots reporting intraclass correlation coefficient (ICC) values obtained for 
tumor pairs derived from women with metachronous (MBC), synchronous (SBC) and locally relapsed 
(LCR) breast cancer, when using unselected genes (filtered by IQR) or intrinsic genes. Panel B. Box-
plots reporting ICC values obtained for tumor pairs derived from women with metachronous (MBC), 
synchronous (SBC) and locally relapsed (LCR) breast cancer, when using unselected genes (filtered 
by IQR) or intrinsic genes. p values are reported in the Figures. 


