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Figure S1. Differential metabolites in mock-infected tissues between feeding stage I and IL
(A) Differential metabolites detected in mock-infected bark tissues; (B) differential metabolites
detected in mock-infected xylem tissues. Black bars denoted the sample classes. The columns and
rows represented the individual tissue samples and distinct metabolites, respectively. The elevated
and decreased levels of a metabolite were showed by increases in the intensities of red and
green, respectively.



