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Figure S1. The comparison of the total binding energy of FVR-RTP analogues to
RdRp, RNA primer, RNA template and cofactor (the RdRp target from 7CTT [81]).
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Figure S2. A LigPlot+ schematic 2D representation of the protein-ligand
interactions (the RdRp target from 7CTT[81]). The hydrogen bonds are shown as
green dashed lines, residues involved in hydrophobic contacts are shown as red
arcs and labeled.
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Figure S3. The comparison of the total binding affinity of FVR-RTP analogues with
RdRp, RNA primer, RNA template and cofactor (the RdRp target from 7U0O4).
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Figure S4. A LigPlot+ schematic 2D representation of the protein-ligand
interactions (the RdRp target from 7UO4[80]).. The hydrogen bonds are shown as
green dashed lines, residues involved in hydrophobic contacts are shown as red
arcs and labeled.
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Figure S5. A LigPlot+ schematic 2D representation of the protein-ligand
interactions (target from 7AAP[84]). The hydrogen bonds are shown as green
dashed lines, residues involved in hydrophobic contacts are shown as red arcs and
labeled.
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Figure S6. A LigPlot+ schematic 2D representation of the protein-ligand
interactions (target from 7DFG[85]). The hydrogen bonds are shown as green
dashed lines, residues involved in hydrophobic contacts are shown as red arcs and
labeled.



ASpTB0A)

% "““--f Ameni) Lo
- M § o

3 an,
LysSasc) o “l & Ay
e AN

FVP-RTP CFs CN

Figure S7. A LigPlot+ schematic 2D representation of the protein-ligand
interactions (the RdRp target from 6M71[74])). The hydrogen bonds are shown as
green dashed lines, residues involved in hydrophobic contacts are shown as red
arcs and labeled.



