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Abstract: Confusoside (CF), a major chemical compound in the leaves of Anneslea fragrans Wall., is
a dihydrochalcone glycoside with excellent antioxidant and anti-inflammatory effects. However,
the hepatoprotective effect of CF has not been described. This study aimed to explore the hep-
atoprotective effect of CF against acetaminophen (APAP)-induced hepatic injury in HepG2 cells.
First, the potential hepatoprotective effect mechanisms of CF were predicted by network pharmacol-
ogy and were thought to involve reducing inflammation and inhibiting apoptosis. Target proteins
(phosphatidylinositol3-kinase (PI3K) and caspase-3 (CASP3)) were found via molecular docking
analysis. To verify the predicted results, an analysis of biological indicators was performed using
commercial kits and Western blotting. The results showed that CF significantly decreased the levels
of liver injury biomarkers (ALT, AST, and LDH), strongly inhibited the production of inflammatory
cytokines (IL-1β, IL-6, and TNF-α) and the NO level via inhibiting the activation of the NF-κB sig-
naling pathway, and markedly regulated the expression levels of Bcl2, Bax, and cleaved-CASP3/9
proteins by activating the PI3K-CASP3 apoptosis pathway. The results demonstrated that CF has
a therapeutic effect on APAP-induced liver injury by inhibiting intracellular inflammation and cell
apoptosis, indicating that CF may be used as a potential reagent for the prevention and treatment of
APAP-induced liver injury.

Keywords: confusoside; dihydrochalcone glucoside; inflammation; apoptosis; liver injury

1. Introduction

The occurrence of liver-related diseases (e.g., hepatitis, cirrhosis, and liver cancer) has
been increasing over the past two decades, and approximately 2 million people die from
liver diseases globally every year [1]. The excessive intake of drugs and toxic substances
can lead to liver injury, and acetaminophen (APAP) is one of the main factors related to
liver damage. APAP is the most commonly used antipyretic and analgesic drug in clinical
settings, and its use was especially high during the COVID-19 pandemic as a first-line drug
for COVID-19 patients. However, the excessive and unreasonable reuse of APAP can cause
serious liver damage in patients, which has become a concerning phenomenon [2].

APAP-induced liver injury has been used in many studies to explore the hepatoprotec-
tive effect of natural products. Excessive APAP metabolism in the body produces a toxic
intermediate, NAPQI, which leads to inflammation and apoptosis [3,4]. This can cause
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abnormal liver cell death, resulting in severe liver damage. At present, the available clinical
drugs for treating liver diseases are synthetic molecules with diverse side effects [5,6].
Though NAC is the only drug currently approved for the treatment of APAP overdose,
the treatment window of NAC is narrow, and it cannot completely eliminate the damage
caused by APAP [4,6]. Therefore, there is an urgent need for an effective hepatoprotective
agent with low toxicity. The most direct and effective way to achieve this is to consider the
main ingredients that protect the liver in medicinal and edible homologous plants.

Natural products are valuable resources for the development of functional food ad-
ditives and pharmaceutical ingredients due to their complex structures and significant
biological activities [2]. Dihydrochalcones, an important class of flavonoids, are formed
by two phenolic rings connected by an open-chain three-carbon linkage with a C6-C3-C6
skeleton [7]. Many dihydrochalcones (i.e., phloretin, phlorizin, and trilobatin) are signifi-
cant plant-derived natural products and are mainly found in apples and sweet tea [8,9].
They have exhibited excellent antioxidant effects and hepatoprotective activities [10–13].
The substituted location and type of glycoside moiety in dihydrochalcones influence the
production of cytokines, therefore influencing their activities [14,15]. Research on dihy-
drochalcone glycosides is of importance for human health.

Confusoside (CF) is a dihydrochalcone glucoside, also known as davidigenin
4′-O-β-d-glucoside, which is mainly present in the plants of the Anneslea and Symplocos
genera. The leaves of Anneslea fragrans, or “Pangpo Tea”, are traditionally used as an herbal
tea for the treatment of liver and intestinal diseases [16–18]. They have antioxidant and
anti-inflammatory effects [17–19]. Our studies found that CF is a major chemical compound
in the leaves of A. fragrans, which may have beneficial antioxidant and anti-inflammatory
effects [17–19], but whether CF has a hepatoprotective effect in liver disease has not yet
been explored. In this paper, we were the first to investigate the protective effect of CF
against liver injury induced by excessive APAP. The hepatoprotective effect of CF was in-
vestigated using an APAP-induced HepG2 cell damage model. The inhibitory effects of CF
against cell inflammation and apoptosis were evaluated by enzyme-linked immunosorbent
assay (ELISA), Western blotting (WB), and flow cytometry assays. The possible molecular
mechanism was studied by a combination of network pharmacology, molecular docking,
and Western blotting techniques. This paper may provide important information on a
valuable hepatoprotective effect ingredient (CF).

2. Results
2.1. HPLC Analysis of CF

As shown in Figure 1, high-performance liquid chromatography (HPLC) analysis
showed that the retention time of the main chemical compound in the ethanolic extract
of A. fragrans leaves was observed at 12.01 min. This principal compound was separated
by medium-pressure liquid chromatography (MPLC) column chromatography under the
guidance of HPLC. The chemical structure of this compound was identified as confusoside
(CF) by comparison of the 1D-NMR spectroscopic data with the reported data in the
literature (Supplementary Figures S1 and S2) [17]. Its molecular formula was determined
as C21H24O9 by the molecular ion at m/z 421.14 [M + H]+ in the ESIMS spectrum. Finally,
the purity of CF was greater than 98% according to HPLC analysis, and the content of CF
accounted for 28.12% of the ethanolic extract from A. fragrans (Figure 1).

2.2. Potential Targets of CF Treatment of Liver Injury

The widespread use of network pharmacology has become a new approach to study-
ing the mechanisms of compounds in the treatment of disease [20]. A total of 100 possible
targets for CF in liver diseases were obtained from the Swiss Target Prediction. To iden-
tify relevant targets for liver injury, a total of 8447 relevant targets were screened from
GeneCards. However, only 131 targets with correlation scores > 20 were selected for further
investigation (Figure 2A) (Supplementary Table S1). Seven intersecting targets, PI3-kinase
p110-alpha subunit (PI3KCA), matrix metalloproteinase 9 (MMP9), caspase-3 (CASP3),
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telomerase reverse transcriptase (TERT), transthyretin (TTR), albumin (ALB), and liver
glycogen phosphorylase (PYGL), were found in the interaction network of “compound–
target–disease” (Figure 2B).
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2.3. GO Biological Process and KEGG Pathway Enrichment Analysis

To explore the therapeutic mechanism of CF in liver injury, GO and KEGG pathway
enrichment analyses were performed using Rx64 4.1.2. GO is used to divide the functions
of genes into cellular component (CC), molecular function (MF), and biological process
(BP) categories [21]. There were 341 BP, 21 CC, and 58 MF terms with a p-value ≤ 0.05.
The top 10 terms in each of the BP, CC, and MF categories in the GO analysis are shown in
Figure 3A. The analysis results are visually presented using bubble plots in Figure 3B. BP
analysis showed that the relevant targets were mainly focused on apoptosis and chemical
or environmental stress pathways. KEGG pathway enrichment analysis of involved targets
was performed to further reveal the underlying mechanisms affecting the involved path-
ways of CF in liver injury. A total of 30 pathways were obtained from KEGG analysis for
visualization according to their p values (Figure 3). Foremost among them was the TNF
signaling pathway (HSA04668).
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Figure 3. Network pharmacological analysis of the hepatoprotective activity of confusoside (CF). GO
enrichment and KEGG pathway analysis of candidate targets. The top 10 significantly enriched GO
terms in BP, CC, and MF (A). The enrichment analysis of the GO enrichment analysis (B). The top
30 pathways of the KEGG pathway analyses (C). The enrichment analysis of the KEGG signaling
pathways (D). For C and E, x-axis represents count while y-axis illustrates the enriched terms with ID
and name; for D and F, x-axis represents gene ratio (gene count/gene size) while y-axis illustrates the
enriched terms with ID and name.

2.4. The Relationship of CF with Liver Injury Assessed by Molecular Docking

For molecular docking, a binding energy of <0 between compounds and proteins
can be considered indicative of binding in a spontaneous manner, whereas a binding
energy of <−7 kJ/mol is considered indicative of binding in a more stable manner. A
lower binding energy means that the binding is more stable [22]. The molecule dock-
ing binding energies of CF with the vital targets were PI3KCA (2ENQ) = −7.15 kJ/mol,
TERT (4TLT) = −1.30 kJ /mol, PYGL (1EM6) = −5.82 kJ /mol, ALB (5FUZ) = −13.01 kJ/mol,
CASP3 (1NME) =−9.83 kJ/mol, MMP9 (1L6J) =−0.71 kJ/mol, and TTR (4TLT) = −1.29 kJ/mol.
The binding energy between CF and the target proteins was assessed via hydrogen bonding,
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bond lengths, CF and the amino acid residues, and 3D interactions (Figure 4). The docking
results showed that CF had a strong binding ability with CASP3, PI3K, and ALB. The liver
synthesizes ALB, an indicator for evaluating liver damage, but this cannot regulate liver
health and cannot be used as a target for liver protection. Therefore, the key targets of CF
liver protection may be PI3KCA and CASP3-related proteins.
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Figure 4. Molecular docking of confusoside (CF) to liver injury targeted genes. PI3-kinase p110-alpha
subunit (PI3KCA) (A); telomerase reverse transcriptase (TERT) (B); liver glycogen phosphorylase
(PYGL) (C); albumin (ALB) (D); caspase-3 (CASP3) (E); matrix metalloproteinase 9 (MMP9) (F);
transthyretin (TTR) (G).
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2.5. CF Reduced APAP-Induced Injury of Hepg2 Cells and Improved Their Viability

Predicted results are not absolutely accurate and need to be further verified by ex-
periments. The cell survival rate decreased with increasing concentration of CF. The cell
viability was below 90% at a concentration of 200 µg/mL and above 90% at a concentration
of 100 µg/mL (Figure 5A). Therefore, the concentrations of 50 and 100 µg/mL were chosen
for subsequent experiments.
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Figure 5. The protective effect of confusoside (CF) on liver injury in APAP-induced HepG2 cells.
Cell viability of CF-treated HepG2 cells (A); cell viability of CF-treated APAP-induced HepG2 cells
(B); the levels of aspartate aminotransferase (AST) (C), alanine aminotransferase: glutamate pyruvic
transaminase (ALT) (D), and lactate dehydrogenase (LDH) (E) and cell morphological changes (F) in
APAP-induced HepG2 cells. The red circles indicate cells with significant damage. The mean ± SD is
presented. ## p < 0.01 vs. group NC; * p < 0.05 and ** p < 0.01 vs. group APAP.

The therapeutic effects of the CF-L and CF-H groups on APAP-induced HepG2 cells
were evaluated by cell viability and important biomarkers of liver injury (ALT, AST, and
LDH). The cell survival rate of the APAP group (60%) was significantly lower than that of
the NC group (natural control group) (100%) (p < 0.01) (Figure 5B), which indicated that
the APAP-induced HepG2 injury model was successfully established [23]. Furthermore,
the cell viability of CF-L and CF-H groups significantly increased to more than 90%,
close to that of the NC group. ALT, AST, and LDH are important biomarkers of liver
injury [24–26]. Both the CF-L and CF-H groups exhibited significantly decreased levels
of liver injury biomarkers (ALT, AST, and LDH) in HepG2 cells in comparison with the
APAP group. The levels of the three biomarkers were lower in the CF-H group (ALT:
152.52 ± 7.87 IU/L; AST: 156.94 ± 9.13 IU/L; LDH: 7.01 ± 0.31 U/L) than in the NAC
group (ALT: 172.33 ± 13.96 IU/L; AST:219.27± 8.55 IU/L; LDH: 6.78± 0.33 IU/L) (positive
control) (p < 0.01), which suggested the inhibitory effects of the CF-H group was superior
to those of the NAC group (Figure 5C–E). These results confirmed that CF has a significant
hepatoprotective effect against acetaminophen (APAP)-induced hepatic injury.

Furthermore, the cell morphology was assessed using an inverted microscope (Figure 5F).
Phase contrast microscopy uses the principle of light interference to determine the condition
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of cells based on their brightness. Damaged cells exhibit significant organelle shrinkage,
which can highlight the cells in phase contrast microscopy. Compared to the NC group,
there was a significant degree of cell death in the APAP group. The cell death of the CF-L
and CF-H groups was significantly improved compared with that of the APAP group,
indicating that CF had a mitigating effect on cell death. The effect of the CF-H group was
more pronounced than that of the CF-L group, and there was a dose-dependent relationship.
These findings suggested CF can reduce the cell damage caused by APAP in HepG2 cells.

2.6. Inhibitory Effect of CF on APAP-Induced Inflammation in HepG2 Cells

The occurrence of inflammation can lead to apoptosis and liver damage [27]. The
inflammatory cytokine and NO levels were used to examine the potential mechanism
of CF in APAP-induced injury of HepG2 cells. The APAP group had higher levels of
pro-inflammatory cytokines (IL-6, IL-1β, TNF-α) and NO levels (p < 0.01) compared with
the NC group (Figure 6A–D), implying that APAP causes cellular inflammatory responses.
For the CF-L group, there was a significant decrease in NO levels (p < 0.01) and a weak
effect for pro-inflammatory cytokines IL-1β and IL-6 (p < 0.05). Compared to the APAP
group, treatment with NAC significantly reduced the levels of TNF-α (11.43 ± 0.53 pg/mL)
and NO (11.91 ± 0.61 µmol/gprot) (p < 0.01) and also strongly decreased the levels of
inflammatory cytokines IL-6 (17.85 ± 0.87 pg/mL) and IL-1β (15.98 ± 0.81 pg/mL)
(p < 0.05). Surprisingly, the CF-H group had lower levels of TNF-α (8.38 ± 0.41 pg/mL)
and NO (10.1 ± 0.43 µmol/gprot) (p < 0.01) than the NAC group, and the levels of IL-6
(18.96 ± 0.87 pg/mL) and IL-1β (15.98 ± 0.81 pg/mL) were equal to those of the NAC
group (Figure 6A–D). The aforementioned data suggested that the production of pro-
inflammatory cytokines and NO could have been significantly inhibited in the CF-L and
CF-H groups.

Based on the results of GO and KEGG analyses, it was necessary to investigate
the proteins associated with the TNF inflammatory pathways. The p65-NF-κB is a key
regulatory protein in the inflammatory pathway, and its expression level reflects intra-
cellular inflammation [28]. The expression levels of p-p65/p65 and p-IκBα/IκBα in the
CF-H and CF-L groups were significantly higher than those of the APAP group (p < 0.01)
(Figure 6E–G), which suggested that inflammatory damage in APAP-induced HepG2 cells
was remarkably inhibited via the NF-κB signaling pathway in the CF group.

2.7. Inhibitory Effect of CF against APAP-Induced Apoptosis in HepG2 Cells

As shown in Figure 6A, cell apoptosis was significantly increased in the APAP group
compared to the NC group (p < 0.01). Compared with the APAP group, apoptosis was
significantly reduced in the drug-treated cells, both in NAC and CF (p < 0.01). With
increasing CF dose, the inhibition of apoptosis in the group CF-H was superior to that in
the CF-L group and comparable to that in the NAC group.

Fluorescent proteins were used to measure the degree of cell apoptosis. When there is
red fluorescence, the mitochondrial membrane potential is relatively normal and the cell is
in a normal state; when there is green fluorescence, the mitochondrial membrane potential
has decreased and the cell is in the early stages of apoptosis [4]. As shown in Figure 7A, cell
apoptosis was significantly increased in the APAP group (10.32± 0.61) compared to the NC
group (3.2 ± 0.11) (p < 0.01). Compared with the APAP group, both the CF-H (4.74 ± 0.21)
and CF-L (6.18 ± 0.29) groups showed significantly reduced cell apoptosis (p < 0.01), equal
to that of the NAC group (5.01 ± 0.26). The CF-H group was more inhibited against APAP-
induced HepG2 apoptosis than the CF-L group and showed a dose-dependent relationship.
After APAP treatment, the proportion of green fluorescence significantly increased, and
accordingly, the proportion of red fluorescence decreased in the cells (p < 0.01) (Figure 7B).
The proportion of red fluorescence of the CF-H (1.23 ± 0.04) group strongly increased
compared with that of the APAP group (0.46 ± 0.02) (p < 0.01), which suggested CF can
decrease cell apoptosis in APAP-induced HepG2 cells. The protective effects of the CF-H
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group were superior to those of the NAC group (positive control) and were equal to those
of the NC group (black control) (Figure 7B).

Molecules 2023, 28, x FOR PEER REVIEW 10 of 19 
 

 

 
Figure 6. Anti-inflammatory effects of confusoside (CF) on APAP-induced HepG2 cells. The expres-
sion levels of inflammatory cytokines tumor necrosis factor-α (TNF-α) (A), interleukin-1β (IL-1β) (B), 
interleukin-6 (IL-6) (C), and nitric oxide (NO) (D). Immunoblot bands of hepatic protein expression 
levels of NF-κB p-p65, NF-κB p65, p-IκBα, and IκBα (E); quantification results for NF-κB p-p65/NF-
κB p65 (F) and p-IκBα/IκBα (G). The mean ± SD is presented. ## p < 0.01 vs. group NC; * p < 0.05 and 
** p < 0.01 vs. group APAP. 

2.7. Inhibitory Effect of CF against APAP-Induced Apoptosis in HepG2 Cells 
As shown in Figure 6A, cell apoptosis was significantly increased in the APAP group 

compared to the NC group (p < 0.01). Compared with the APAP group, apoptosis was 
significantly reduced in the drug-treated cells, both in NAC and CF (p < 0.01). With 

Figure 6. Anti-inflammatory effects of confusoside (CF) on APAP-induced HepG2 cells. The expres-
sion levels of inflammatory cytokines tumor necrosis factor-α (TNF-α) (A), interleukin-1β (IL-1β) (B),
interleukin-6 (IL-6) (C), and nitric oxide (NO) (D). Immunoblot bands of hepatic protein expression
levels of NF-κB p-p65, NF-κB p65, p-IκBα, and IκBα (E); quantification results for NF-κB p-p65/NF-κB
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** p < 0.01 vs. group APAP.
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group (p < 0.01) (Figure 8). Notably, the protein expression of the CF-L group was compa-
rable to that of the NAC group, while the protein expression of the CF-H group (p-
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Figure 7. Effects of confusoside (CF) on cell apoptosis (A) and mitochondrial membrane potential
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Western blotting analysis further verified the PI3K/Akt and CASP3 apoptosis path-
ways in APAP-induced damage in HepG2 cells (Figure 8). The CF group showed signif-
icantly increased expression levels of p-PI3K/PI3K, p-Akt/Akt, and Bcl2 and decreased
expression levels of Bax, cleaved-CASP3, and cleaved-CASP9 compared with the APAP
group (p < 0.01) (Figure 8). Notably, the protein expression of the CF-L group was compara-
ble to that of the NAC group, while the protein expression of the CF-H group (p-PI3K/PI3K:
1.79 ± 0.21; p-Akt/Akt: 0.82 ± 0.08; Bcl2: 1.24 ± 0.06; Bax: 1.13 ± 0.07; cleaved-CASP3:
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1.08 ± 0.02; cleaved-CASP9: 0.97 ± 0.09) was superior to that of the NAC group (p-
PI3K/PI3K: 0.78 ± 0.03; p-Akt/Akt: 0.64 ± 0.04; Bcl2: 0.92 ± 0.07; Bax: 0.93 ± 0.04;
cleaved-CASP3: 1.22 ± 0.09; cleaved-CASP9: 0.72 ± 0.08). These results confirmed that CF
has a significant therapeutic effect in APAP-induced liver injury.
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bands of hepatic protein expression levels of phospho-PI3K (p-PI3K), phosphatidylinositol 3-kinase
(PI3K), phospho-Akt (p-Akt), protein kinase B (Akt), B-cell lymphoma-2 (Bcl2), Bcl2-associated X
(Bax), cleaved-caspase-3, and cleaved-caspase-9 as determined by Western blotting analysis (A).
Quantification results for p-PI3K/PI3K (B), p-Akt/Akt (C), Bcl2 (D), Bax (E), cleaved-caspase-9 (F),
and cleaved-caspase-3 (G). The mean ± SD is presented. ## p < 0.01 vs. group NC and ** p < 0.01 vs.
group APAP.

3. Discussion

It is important to select appropriate cell models to validate the predicted results and
investigate the mechanism by which CF prevents APAP-induced liver injury. HepG2 cells
are a typical hepatocyte model for studying pharmacological toxicity [25]. The activities of
ALT, AST, and LDH are important biological indicators for evaluating liver injury [24,26].
Observation of cell viability and morphology is the most direct way to evaluate cell damage.
Therefore, the therapeutic effect of CF was evaluated by measuring the activities of ALT,
AST, and LDH on APAP-induced liver cell damage. The present experimental results
were clearly able to reflect the preventive effect of CF against damage in APAP-induced
HepG2 cells.

Liver injury is usually accompanied by an inflammatory response, which is regulated
by the NF-κB pathway. In the cytoplasm, NF-κB is normally combined with its inhibitor
IκBα, in a silent and inactive state. As IκBα degrades, free NF-κB subunits will migrate
into the cell nucleus, resulting in the activation of the NF-κB pathway to promote cell
cytokine expression [29]. The TNF pathway regulates many pathways, among which
the NF-κB pathway is the main downstream pathway. Proinflammatory cytokine TNF-α
is known as one of the earliest inducers in liver injury, and it can also degrade IκBα to
activate the NF-κB pathway, stimulating the production and secretion of some cytokines,
including IL-1β and IL-6 [30]. After activation by APAP, NF-κB is translocated to the
nucleus and regulates the expression of related inflammatory cytokines, thereby leading
to inflammatory damage [31]. Similar results were also observed in this study, where CF
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effectively suppressed inflammatory responses by inhibiting the activation of the NF-κB
pathway and reducing the production of TNF-α, IL-1β, and IL-6.

According to the results of GO and KEGG analysis, inhibition of apoptosis is also
an important mechanism of CF in the treatment of liver damage caused by APAP. Flow
cytometry was used to analyze the change in mitochondrial membrane potential, which
is a marker of the early apoptosis of cells. As an important anti-apoptotic signaling
pathway, the PI3K/Atk signaling pathway exerts its effect by activating the Bcl2 protein
and inhibiting CASP3 activity [32]. In addition, as an upstream pathway, the NF-κB-
regulated inflammatory pathway also can regulate the protein expression levels of Bcl2
and CASP. Due to the potential relationship between PI3K, CASP3, and CF predicted by
molecular docking, WB analysis was performed to determine the related proteins in the
PI3K-CASP3 apoptosis pathway, further verifying that the PI3K/Akt/CASP3 signaling
pathways are the key pathways in APAP-induced HepG2 cell damage.

Therefore, the liver-protective mechanism of CF against APAP-induced liver injury
was assessed by predicting and analyzing signaling pathways and then verified by the
experimental results. CF can effectively suppress the inflammatory response in APAP-
induced HepG2 cells through the activation of the NF-κB pathway and reduction in levels
of TNF-α, IL-1β, and IL-6 proteins. Additionally, CF can interact with PI3K/Akt to reg-
ulate downstream Bcl2/Bax and CASP3 expression levels, which effectively alleviates
cell apoptosis. CF, therefore, achieved a therapeutic effect in the liver via inhibiting the
NF-κB-regulated inflammatory response and PI3K/Akt-regulated apoptosis.

4. Material and Methods
4.1. Chemicals and Reagents

Fetal bovine serum (FBS), Dulbecco’s modified Eagle’s medium (DMEM), phosphate-
buffered saline (PBS), penicillin, and streptomycin were obtained from Gibco (Grand
Island, NY). 3-(4,5-dimethylthiazol-2-yl)-2,5-diphenyltetrazolium bromide (MTT), 2′,7′-
dichlorofluorescindiacetate (DCFH-DA), calcium ion fluorescent probe Fluo-4 AM, N-acetyl-
cysteine (NAC), and 5,5′,6,6′-tetrachloro-1,1′,3,3′-tetraethylimidacarbocyanine iodide (JC-1)
were purchased from Sigma-Aldrich (Shanghai, China). Antibodies (β-actin; PI3K, phos-
phatidylinositol 3-kinase; p-PI3K, phospho-PI3K; AKT, protein kinase B; p-AKT, phospho-
AKT; NF-κB p65; p-NF-κB p65; IκBα, recombinant inhibitory subunit of NF-κB alpha;
p-IκBα; Bcl2, B-cell lymphoma-2; Bax, Bcl2-associated) were purchased from ABclonal
(Wuhan, China). Other antibodies (cleaved-CASP3, cleaved cysteinyl aspartate specific
proteinase-3; cleaved-CASP9, cleaved cysteinyl aspartate specific proteinase-9) were pur-
chased from Abcam (Shanghai, China). ELISA kits for interleukin-1β (IL-1β), tumor necro-
sis factor-α (TNF-α), and interleukin-6 (IL-6) were obtained from MultiSciences (Lianke)
Biotech (Hangzhou, China). Biochemical detection kits (ALT, alanine aminotransferase;
AST, aspartate transaminase; LDH, lactate dehydrogenase; NO, nitric oxide) were pur-
chased from the Nanjing Jiancheng Bioengineering Institute (Nanjing, China). Other
reagents used were of analytical grade and purchased from Tianjin Fengchuan Chemical
Reagent (Tianjin, China).

4.2. Preparation of CF from Leaves of A. fragrans

The CF was extracted, isolated, and purified from A. fragrans leaves, which were
collected from Lincang city, China, in July 2020. A voucher specimen (number Cheng-
20190514-01) was deposited in the Faculty of Food Science and Technology [19]. The air-
dried leaves (50 g) were soaked in 500 mL of 80% ethanol solution, followed by ultrasound-
assisted extraction (SB-5200D 360W, Ningbo xinzhi, Ningbo, China) three times (30 min per
time). The extract was mixed and centrifuged at 1500× g for 10 min after the extraction
process was finished. A vacuum-drying lyophilizer (Alpha 1-2 LD plus, Christ, Germany)
was used to acquire the dried extract.

The extract was analyzed using high-performance liquid chromatography according
to our previously reported method [17]. The chemical profiles of ethanol extract and CF
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were determined using an Agilent 1260 high-performance liquid chromatography (HPLC)
system (Agilent Technologies Co. Ltd., Palo Alto, CA, USA) and an Agilent ZORBAX
SB C18 column (5 µm, 250 mm × 4.6 mm). Acidified ultrapure water (0.1% formic acid)
was used as mobile phase A, and acetonitrile was used as mobile phase B. The gradient
conditions were as follows: 0 min (10% B), 0–5 min (30% B), 5–25 (50% B). The flow rate was
set to 1.0 mL/min, and the injection volume was 10 µL. The temperature was maintained
at 35 ◦C, and the detector wavelength was 254 nm.

The extract was subjected to a C18 column and isolated using a medium-pressure
liquid chromatography (MPLC) system with a gradient solvent system of CH3OH-H2O
(20:80, 40:60, 80:20, 10:0, v/v). After HPLC analysis, six fractions (Fr. A-F) were obtained.
Fr. B was further purified with CH3OH-H2O (3:7, v/v) using a preparative HPLC system
(Agilent 1260 liquid chromatograph) with a Zorbax SB-C18 column (21.2 mm × 250 mm,
Agilent Technologies Co. Ltd., Palo Alto, CA, USA) to yield CF. The purity of CF was
determined as > 98% using HPLC analysis.

4.3. Network Pharmacology Analysis of the Effect of CF on Liver Injury

The screening of targets against liver injury hits and the relative candidate targets of CF
were identified based on databases. The relevant chemical information and SMILES struc-
ture of CF were searched through the PubChem database, and the chemical structure of CF
was drawn using ChemDraw 19.0 software. Potential targets were predicted through Swiss
Target Prediction (http://www.swisstargetprediction.ch/) (accessed on 3 March 2022) by
using the chemical structure of CF and SMILES as search criteria. The potential targets
related to liver injury were screened from GeneCards (https://www.genecards.org/)
(accessed on 3 March 2022) [33]. The obtained targets were analyzed, and then those
with correlation scores greater than 20 were selected for further study. The overlapping
parts of the targets related to CF and liver injury obtained from the two searches were
considered CF targets for liver injury and used for further analysis. All the targets were
identified by their standardized ID in the UniProt database (https://www.uniprot.org/)
(accessed on 3 March 2022) [34].

The common proteins between CF and liver injury were determined using VENNY
(https://bioinfogp.cnb.csic.es/tools/venny/) (accessed on 4 March 2022) and derived from
Venn diagrams. The “compound–target–disease” interrelationship was visualized using
Cytoscape 3.9.1 software [35].

In order to further explore the mechanism of CF in liver injury, the vital targets were
analyzed by Gene Ontology (GO) enrichment analysis and Kyoto Encyclopedia of Genes
and Genomes (KEGG) enrichment analysis [36]. GO enrichment analysis and KEGG
pathway enrichment of the significant clusters were analyzed using Cluster Profiler in
Rx64 4.1.2 software [21,37,38]. Statistical significance was demonstrated by the significance
threshold of p < 0.05 for the functional enrichment analysis. Bubble charts and histograms
were drawn using the ggplot2 package Rx64 4.1.2.

4.4. Molecular Docking Analysis of CF on Liver Injury

Molecular docking of the obtained core targets was used to evaluate their bind-
ing potential to CF. Autodock Vina 1.5.6 software was used to complete the molecular
docking [39,40]. The 3D structures of CF and targeted proteins were downloaded from
PubChem and RCSB PDB databases (http://www.rcsb.org/) (accessed on 15 April 2022),
respectively [41]. After removing the water molecules and ligands using PyMol (v2.5.0),
the obtained protein structures were imported into AutoDockTools (v1.5.6) to define active
pockets for docking of protein molecules. The calculated binding energy was used to assess
the binding capacity and stability.

4.5. Cell Culture

Hepatoma HepG2 cells were purchased from Kunming cell bank, CAS, and were
cultured in DMEM supplemented with 10% fetal bovine serum (FBS) and 1% antibiotics

http://www.swisstargetprediction.ch/
https://www.genecards.org/
https://www.uniprot.org/
https://bioinfogp.cnb.csic.es/tools/venny/
http://www.rcsb.org/
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(100 U/mL penicillin and 100 µg/mL streptomycin) in a humidified atmosphere containing
5% CO2 at 37 ◦C.

4.6. Cell Culture

MTT assay was used to assess the cytotoxicity and protective effect of the drug in
HepG2 cells [42]. HepG2 Cells (2.0 × 104 cells per well) were cultured in 96-well culture
plates with 200 µL of DMEM for 24 h. After that, the cells were treated with 200 µL
of CF solution of different concentrations (0,12.5, 25, 50, 100, and 200 µg/mL) and then
incubated for 20 h. Subsequently, the cells were treated with 0.5 mg/mL MTT for 4 h, and
dimethyl sulfoxide (DMSO) was added to dissolve the purple formazan crystals. Finally, the
absorbance was detected at 570 nm using a Spectra Max M5 microplate reader (Molecular
Device, San Jose, CA, USA).

HepG2 cell damage was induced with 10 mM APAP according to a previously reported
method [31]. According to the experimental protocol, the cells were divided into five groups:
NC group (natural control group), APAP group (10 mM APAP), NAC group (10 mM APAP
with 100 µg/mL NAC), CF-L group (10 mM APAP with 50 µg/mL CF), and CF-H group
(10 mM APAP with 100 µg/mL CF). The cell viability of each group after drug treatment
was detected to judge the protective effect on cells. Then, cell morphology was observed in
phase contrast mode using an inverted microscope.

4.7. Analysis of Biochemical Indicators in APAP-Induced HepG2 Cells

After the cell supernatant was collected, the ALT, AST, LDH, and NO levels were mea-
sured using commercial assay kits according to the manufacturer’s instructions. The levels
of cytokines interleukin-1β (IL-1β), tumor necrosis factor-α (TNF-α), and interleukin-6
(IL-6) were determined using an ELISA kit.

4.8. Determination of Cell Apoptosis

A human annexin VFITC(AV)/PI apoptosis kit was used, as in our previously reported
method. Briefly, HepG2 cells were inoculated in 12-well plates at a density of 2.0 × 105 cells
per well. After the cell incubation with CF, the cells were washed three times with pre-
cooled PBS and then collected in 1.5 mL Eppendorf tubes after centrifugation at 1500× g.
Then, 100 µL of buffer and 5 µL of Annexin V-FITC and PI were added to the cells and
reacted for 10 min in a dark environment. Finally, apoptosis of cells was detected by flow
cytometry (Guava easy Cyte 6-2 L, Millipore, Billerica, MA, USA).

4.9. Detection of Mitochondrial Membrane Potential (MMP)

The MMP assay of HepG2 cells was undertaken using a previously developed method [4].
JC-1 was used as a probe to detect MMP changes and early apoptosis. Cells were adminis-
tered in groups in 12-well plates, collected 24 h after APAP treatment, and then washed
twice with precooled PBS. The cells were then stained with JC-1 solution for 30 min at 37 ◦C.
Finally, the intracellular MMP was detected by flow cytometry at a maximum excitation
wavelength of 527 nm and maximum emission wavelength of 590 nm.

4.10. Western Blotting Analysis

The APAP-treated cells were lysed in RIPA with protease and phosphatase inhibitors
for 30 min. The cells were centrifuged at 9000× g for 10 min at 4 ◦C and the supernatant
was collected. The total protein content of the supernatant was determined using a BCA kit.
After the BCA assay, the supernatant was fixed in 5 × loading buffer in boiling water for
10 min. The proteins were separated using SDS-PAGE gels and then transferred onto PVDF
membranes. After 1 h of blocking with 5% nonfat milk, the membranes were incubated
with appropriate primary antibodies overnight at 4 ◦C. Subsequently, the membranes were
washed two times with TBST and hybridized with horseradish peroxidase-conjugated anti-
rabbit or anti-goat immunoglobulin IgG secondary antibodies for 2 h [43]. After washing
with TBST three times, the protein bands were visualized by an imaging system (VILBER
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Fusion FX7, Vilber Lourmat, Marne-la-Vallee, France) using enhanced chemiluminescence
detection reagents. The band intensities were quantified using Image J gel analysis software.

4.11. Statistical Analysis

Statistical analysis was performed using Origin 2021 and included one-way analysis
of variance (ANOVA) followed by Tukey’s test to examine significant differences. All
the experiments were repeated three times. The results were visualized using GraphPad
Prism8. p < 0.05 and p < 0.01 were considered statistically significant. The data were
reported as the mean ± SD.

5. Conclusions

In conclusion, this study was the first to investigate the protective effect of CF against
liver injury induced by excessive APAP. Network pharmacology predictions combined with
cellular experiments revealed that the potential molecular mechanisms of CF treatment
for liver injury may involve reducing inflammation and inhibiting apoptosis. Changes in
inflammatory markers in HepG2 cells after CF administration and a decrease in apoptosis
verified this possibility. In addition, the prediction that CF reduces liver injury through the
PI3K-CASP3 and NF-κB-IκBα pathway was also validated by Western blotting analysis.
Based on the above, CF has great potential for the prevention and treatment of APAP-
induced liver injury and could be further investigated as a possible functional compound.
This work provides information and suggestions regarding the hepatoprotective effects of
dihydrochalcones and their glycosides.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/molecules28041932/s1, Figure S1: The 1H NMR spectra of confu-
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liver injury and confusoside.

Author Contributions: Methodology, J.-H.Z. and Y.-D.W.; software, J.L.; validation, J.-H.Z. and S.S.;
formal analysis, X.-Y.Z.; investigation, S.S.; resources, M.-L.Y. and Y.-P.L.; data curation, J.-H.Z. and
Y.-D.W.; writing—original draft preparation, J.-H.Z., J.L. and X.-Y.Z.; writing—review and editing,
Y.-P.L. and Y.-D.W.; visualization, J.-H.Z.; supervision, L.W. and Y.-D.W.; project administration, L.W.,
M.-L.Y. and Y.-P.L. All authors have read and agreed to the published version of the manuscript.

Funding: This research was supported by China Postdoctoral Science Foundation (Grant No.
2020M673586XB); the Yunnan Major Natural Science Foundation (2019ZF010); the Major Science and
Technology Project of Yunnan Province, China (202202AG050009); and Key Laboratory of Chemistry
in Ethnic Medicinal Resources (Yunnan Minzu University), State Ethnic Affairs Commission and
Ministry of Education (Grant No. 2020MZY05).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Data will be made available on request.

Conflicts of Interest: The authors declare that no conflict of interest exists.

References
1. Seitz, H.K.; Bataller, R.; Cortez-Pinto, H.; Gao, B.; Gual, A.; Lackner, C.; Mathurin, P.; Mueller, S.; Szabo, G.; Tsukamoto, H.

Alcoholic liver disease. Nat. Rev. Dis. Primers. 2018, 4, 16. [CrossRef] [PubMed]
2. Mostafa, E.; Tawfik, A.; Abd-Elrahman, H. Egyptian perspectives on potential risk of paracetamol/acetaminophen-induced

toxicities: Lessons learnt during COVID-19 pandemic. Toxicol. Rep. 2022, 9, 541–548. [CrossRef] [PubMed]
3. Bunchorntavakul, C.; Reddy, K.R. Acetaminophen (APAP or N-acetyl-p-aminophenol) and acute liver failure. Clin. Liver. Dis.

2018, 22, 325–346. [CrossRef]
4. Palabiyik, S.; Karakus, E.; Halici, Z.; Cadirci, E.; Ayaz, G.; Cinar, I. The protective effects of carvacrol and thymol against

paracetamol–induced toxicity on human hepatocellular carcinoma cell lines (HepG2). Hum. Exp. Toxicol. 2016, 35, 1252–1263.
[CrossRef]

https://www.mdpi.com/article/10.3390/molecules28041932/s1
https://www.mdpi.com/article/10.3390/molecules28041932/s1
http://doi.org/10.1038/s41572-018-0014-7
http://www.ncbi.nlm.nih.gov/pubmed/30115921
http://doi.org/10.1016/j.toxrep.2022.03.035
http://www.ncbi.nlm.nih.gov/pubmed/35371923
http://doi.org/10.1016/j.cld.2018.01.007
http://doi.org/10.1177/0960327115627688


Molecules 2023, 28, 1932 15 of 16

5. Yan, M.; Huo, Y.; Yin, S.; Hu, H. Mechanisms of acetaminophen-induced liver injury and its implications for therapeutic
interventions. Redox. Biol. 2018, 17, 274–283. [CrossRef]

6. Liu, J.; Jiang, M.; Jin, Q.; Wu, Y.; Cui, Z.; Shang, Y.; Zhan, Z.; Lin, Y.; Jiao, J.; Piao, M.; et al. Modulation of HMGB1 release
in APAP-induced liver injury: A possible strategy of chikusetsusaponin V targeting NETs formation. Front. Pharmacol. 2021,
12, 723881. [CrossRef]

7. Xiao, Z.; Wang, Y.; Wang, J.; Li, P.; Ma, F. Structure-antioxidant capacity relationship of dihydrochalcone compounds in malus.
Food Chem. 2019, 275, 354–360. [CrossRef]

8. Shang, A.; Liu, H.-Y.; Luo, M.; Xia, Y.; Yang, X.; Li, H.-Y.; Wu, D.-T.; Sun, Q.-C.; Geng, F.; Gan, R.Y. Sweet tea (Lithocarpus
polystachyus rehd.) as a new natural source of bioactive dihydrochalcones with multiple health benefits. Crit. Rev. Food Sci. 2022,
62, 917–934. [CrossRef]

9. Wojdyło, A.; Nowicka, P.; Turkiewicz, I.P.; Tkacz, K.; Hernandez, F. Comparison of bioactive compounds and health promoting
properties of fruits and leaves of apple, pear and quince. Sci. Rep. 2021, 11, 20253. [CrossRef]

10. Yang, W.-M.; Liu, J.-K.; Qin, X.-D.; Wu, W.-L.; Chen, Z.-H. Activities of three dihydrochalcone glucosides from leaves of Lithocarpus
pachyphyllus. Antioxidant 2004, 59, 481–484. [CrossRef]

11. An, R.-B.; Park, E.-J.; Jeong, G.-S.; Sohn, D.-H.; Kim, Y.-C. Cytoprotective constituent of hoveniae lignum on both HepG2 cells and
rat primary hepatocytes. Arch. Pharm. Res. 2007, 30, 674–677. [CrossRef] [PubMed]

12. Zhang, J.; Li, M.; Zhao, T.; Cao, J.; Liu, Y.; Wang, Y.; Wang, Y.; Cheng, G. E Se tea alleviates acetaminophen-induced liver injury by
activating the Nrf2 signaling pathway. Food Funct. 2022, 13, 7240–7250. [CrossRef] [PubMed]

13. Wang, Y.; Yauk, Y.-K.; Zhao, Q.; Hamiaux, C.; Xiao, Z.; Gunaseelan, K.; Zhang, L.; Tomes, S.; López-Girona, E.; Cooney, J.; et al.
Biosynthesis of the dihydrochalcone sweetener trilobatin requires phloretin glycosyltransferase2. Plant Physiol. 2020, 184, 738–752.
[CrossRef]

14. Wang, X. Structure, mechanism and engineering of plant natural product glycosyltransferases. FEBS Lett. 2009, 583, 3303–3309.
[CrossRef]

15. Gutmann, A.; Bungaruang, L.; Weber, H.; Leypold, M.; Breinbauer, R.; Nidetzky, B. Towards the synthesis of glycosylated
dihydrochalcone natural products using glycosyltransferase-catalysed cascade reactions. Green Chem. 2014, 16, 4417–4425.
[CrossRef]

16. Desire, O.; Rivière, C.; Razafindrazaka, R.; Goossens, L.; Moreau, S.; Guillon, J.; Uverg-Ratsimamanga, S.; Andriamadio, P.;
Moore, N.; Randriantsoa, A.; et al. Antispasmodic and antioxidant activities of fractions and bioactive constituent davidigenin
isolated from Mascarenhasia arborescens. J. Ethnopharmacol. 2010, 130, 320–328. [CrossRef]

17. Deng, X.; Wang, Y.; Tian, L.; Yang, M.; He, S.; Liu, Y.; Khan, A.; Li, Y.; Cao, J.; Cheng, G. Anneslea fragrans Wall. ameliorates
ulcerative colitis via inhibiting NF-κB and MAPK activation and mediating intestinal barrier integrity. J. Ethnopharmacol. 2021,
278, 114304. [CrossRef]

18. Cui, Q.; Wang, Y.; Zhou, W.; He, S.; Yang, M.; Xue, Q.; Wang, Y.; Zhao, T.; Cao, J.; Khan, A.; et al. Phenolic composition, antioxidant
and cytoprotective effects of aqueous-methanol extract from Anneslea fragrans leaves as affected by drying methods. Int. J. Food
Sci. Technol. 2021, 56, 4807–4819. [CrossRef]

19. He, S.; Cui, X.; Khan, A.; Liu, Y.; Wang, Y.; Cui, Q.; Zhao, T.; Cao, J.; Cheng, G. Activity guided isolation of phenolic compositions
from Anneslea fragrans Wall. and their cytoprotective effect against hydrogen peroxide induced oxidative stress in HepG2 Cells.
Molecules 2021, 26, 3690. [CrossRef]

20. Gong, L.; Zhou, H.; Wang, C.; He, L.; Guo, C.; Peng, C.; Li, Y. Hepatoprotective effect of forsythiaside against acetaminophen-
induced liver injury in zebrafish: Coupling network pharmacology with biochemical pharmacology. J. Ethnopharmacol. 2021,
271, 113890. [CrossRef]

21. Ashburner, M.; Ball, C.; Blake, J.; Botstein, D.; Butler, H.; Cherry, J.; Davis, A.; Dolinski, K.; Dwight, S.; Eppig, J.; et al. Gene
ontology: Tool for the unification of biology. The gene ontology consortium. Nat. Genet. 2000, 25, 25–29. [CrossRef] [PubMed]

22. Li, X.; Ge, J.; Li, M.; Deng, S.; Li, J.; Ma, Y.; Zhang, J.; Zheng, Y.; Ma, L. Network pharmacology, molecular docking technology
integrated with pharmacodynamic study to reveal the potential targets of Schisandrol A in drug-induced liver injury by
acetaminophen. Bioorg. Chem. 2022, 118, 105476. [CrossRef] [PubMed]

23. Chen, X.; Zhang, J.; Yi, R.; Mu, J.; Zhao, X.; Yang, Z. Hepatoprotective effects of lactobacillus on carbon tetrachloride-induced
acute liver injury in mice. Int. J. Mol. Sci. 2018, 19, 2212. [CrossRef] [PubMed]

24. Abdullah-Al-Shoeb, M.; Sasaki, K.; Kikutani, S.; Namba, N.; Ueno, K.; Kondo, Y.; Maeda, H.; Maruyama, T.; Irie, T.; Ishitsuka, Y.
The late-stage protective effect of mito-tempo against acetaminophen-induced hepatotoxicity in mouse and three-dimensional
cell culture models. Antioxidants-Basel 2020, 9, 965. [CrossRef]

25. Ramirez, T.; Strigun, A.; Verlohner, A.; Huener, H.; Peter, E.; Herold, M.; Bordag, N.; Mellert, W.; Walk, T.; Spitzer, M.; et al. Prediction
of liver toxicity and mode of action using metabolomics in vitro in HepG2 cells. Arch. Toxicol. 2018, 92, 893–906. [CrossRef]

26. Yuan, L.; Qiu, Z.; Yang, Y.; Liu, C.; Zhang, R. Preparation, structural characterization and antioxidant activity of water-soluble
polysaccharides and purified fractions from blackened jujube by an activity-oriented approach. Food Chem. 2022, 385, 132637.
[CrossRef]

27. Rada, P.; Pardo, V.; Mobasher, M.A.; García-Martínez, I.; Ruiz, L.; González-Rodríguez, Á.; Sanchez-Ramos, C.; Muntané, J.;
Alemany, S.; James, L.; et al. SIRT1 controls acetaminophen hepatotoxicity by modulating inflammation and oxidative stress.
Antioxid. Redox. Sign. 2017, 28, 1187–1208. [CrossRef]

http://doi.org/10.1016/j.redox.2018.04.019
http://doi.org/10.3389/fphar.2021.723881
http://doi.org/10.1016/j.foodchem.2018.09.135
http://doi.org/10.1080/10408398.2020.1830363
http://doi.org/10.1038/s41598-021-99293-x
http://doi.org/10.1515/znc-2004-7-805
http://doi.org/10.1007/BF02977626
http://www.ncbi.nlm.nih.gov/pubmed/17679542
http://doi.org/10.1039/D1FO02491D
http://www.ncbi.nlm.nih.gov/pubmed/35723070
http://doi.org/10.1104/pp.20.00807
http://doi.org/10.1016/j.febslet.2009.09.042
http://doi.org/10.1039/C4GC00960F
http://doi.org/10.1016/j.jep.2010.05.017
http://doi.org/10.1016/j.jep.2021.114304
http://doi.org/10.1111/ijfs.15084
http://doi.org/10.3390/molecules26123690
http://doi.org/10.1016/j.jep.2021.113890
http://doi.org/10.1038/75556
http://www.ncbi.nlm.nih.gov/pubmed/10802651
http://doi.org/10.1016/j.bioorg.2021.105476
http://www.ncbi.nlm.nih.gov/pubmed/34788696
http://doi.org/10.3390/ijms19082212
http://www.ncbi.nlm.nih.gov/pubmed/30060611
http://doi.org/10.3390/antiox9100965
http://doi.org/10.1007/s00204-017-2079-6
http://doi.org/10.1016/j.foodchem.2022.132637
http://doi.org/10.1089/ars.2017.7373


Molecules 2023, 28, 1932 16 of 16

28. Li, X.; Chen, S.; Zhang, L.; Niu, G.; Zhang, X.; Yang, L.; Ji, W.; Ren, L. Coinfection of porcine circovirus 2 and pseudorabies virus
enhances immunosuppression and inflammation through NF-κB, JAK/STAT, MAPK, and NLRP3 pathways. Int. J. Mol. Sci. 2022,
23, 4469. [CrossRef]

29. Fan, W.; Liu, X.; Zhang, J.; Qin, L.; Du, J.; Li, X.; Qian, S.; Chen, H.; Qian, P. TRIM67 suppresses TNFα-triggered NF-κB activation
by competitively binding β-TrCP to IkBa. Front. Immunol. 2022, 13, 793147. [CrossRef]

30. Gardner, C.; Laskin, J.; Dambach, D.; Chiu, H.; Durham, S.; Zhou, P.-H.; Bruno, M.; Gerecke, D.; Gordon, M.; Laskin, D.
Exaggerated hepatotoxicity of acetaminophen in mice lacking tumor necrosis factor receptor-1: Potential role of inflammatory
mediators. Toxicol. Appl. pharm. 2003, 192, 119–130. [CrossRef]

31. Zhang, S.-S.; Liu, M.; Liu, D.-N.; Shang, Y.-F.; Du, G.-H.; Wang, Y.-H. Network pharmacology analysis and experimental validation
of kaempferol in the treatment of ischemic stroke by inhibiting apoptosis and regulating neuroinflammation involving neutrophils.
Int. J. Mol. Sci. 2022, 23, 12694. [CrossRef]

32. Wang, Y.; Pan, F.; Wang, Y.; Khan, A.; Liu, Y.; Yang, M.; Zhao, T.; Cao, J.; Cheng, G. Anti-leukemic effect and molecular mechanism
of 11-methoxytabersonine from Melodinus cochinchinensis via network pharmacology, ROS-mediated mitochondrial dysfunction
and PI3K/Akt signaling pathway. Bioorg. Chem. 2022, 120, 105607. [CrossRef]

33. Leung, K.H.; Luo, S.; Kwarteng, R.; Chen, S.; Yap, M.; Huang, C.; Yip, S. The myopia susceptibility locus vasoactive intestinal
peptide receptor 2 (VIPR2) contains variants with opposite effects. Sci. Rep. 2019, 9, 18165. [CrossRef]

34. Consortium, T.U. UniProt: The universal protein knowledgebase in 2021. Nucleic Acids Res. 2020, 49, D480–D489. [CrossRef]
35. Geng, H.; Chen, X.; Wang, C. Systematic elucidation of the pharmacological mechanisms of rhynchophylline for treating epilepsy

via network pharmacology. BMC Complement Med. 2021, 21, 9. [CrossRef]
36. Shi, M.-J.; Yan, X.-L.; Dong, B.-S.; Yang, W.-N.; Su, S.-B.; Zhang, H. A network pharmacology approach to investigating the

mechanism of Tanshinone IIA for the treatment of liver fibrosis. J. Ethnopharmacol. 2020, 253, 112689. [CrossRef]
37. Yu, G.; Wang, L.-G.; Han, Y.; He, Q.-Y. Cluster Profiler: An R package for comparing biological themes among gene clusters.

OMICS 2012, 16, 284–287. [CrossRef]
38. Kanehisa, M.; Sato, Y.; Kawashima, M. KEGG mapping tools for uncovering hidden features in biological data. Protein. Sci. 2022,

31, 47–53. [CrossRef]
39. Trott, O.; Olson, A.J. AutoDock Vina: Improving the speed and accuracy of docking with a new scoring function, efficient

optimization, and multithreading. J. Comput. Chem. 2010, 31, 455–461. [CrossRef]
40. Luo, Z.; Xia, L.; Tang, Y.; Huang, L.; Liu, D.; Huai, W.; Zhang, C.; Wang, Y.; Xie, Y.; Yin, Q.; et al. Action mechanism underlying

improvement effect of Fuzi Lizhong decoction on nonalcoholic fatty liver disease: A study based on network pharmacology and
molecular docking. Evid-Based Compl. Alt. 2022, 2022, 1670014. [CrossRef]

41. Yang, M.; Wang, Y.; Patel, G.; Xue, Q.; Njateng, G.S.; Cai, S.; Cheng, G.; Kai, G. In vitro and in vivo anti-inflammatory effects of
different extracts from Epigynum auritum through down-regulation of NF-κB and MAPK signaling pathways. J. Ethnopharmacol.
2020, 261, 113105. [CrossRef] [PubMed]

42. Truong, V.L.; Ko, S.Y.; Jun, M.; Jeong, W.S. Quercitrin from Toona sinensis (Juss.) M.Roem. attenuates acetaminophen-induced
acute liver toxicity in HepG2 cells and mice through induction of antioxidant machinery and inhibition of inflammation. Nutrients
2016, 8, 431. [CrossRef] [PubMed]

43. Wang, Y.; Tian, L.; Wang, Y.; Zhao, T.; Khan, A.; Wang, Y.; Cao, J.; Cheng, G. Protective effect of Que Zui tea hot-water and
aqueous ethanol extract against acetaminophen-induced liver injury in mice via inhibition of oxidative stress, inflammation, and
apoptosis. Food Funct. 2021, 12, 2468–2480. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

http://doi.org/10.3390/ijms23084469
http://doi.org/10.3389/fimmu.2022.793147
http://doi.org/10.1016/S0041-008X(03)00273-4
http://doi.org/10.3390/ijms232012694
http://doi.org/10.1016/j.bioorg.2022.105607
http://doi.org/10.1038/s41598-019-54619-8
http://doi.org/10.1093/nar/gkaa1100
http://doi.org/10.1186/s12906-020-03178-x
http://doi.org/10.1016/j.jep.2020.112689
http://doi.org/10.1089/omi.2011.0118
http://doi.org/10.1002/pro.4172
http://doi.org/10.1002/jcc.21334
http://doi.org/10.1155/2022/1670014
http://doi.org/10.1016/j.jep.2020.113105
http://www.ncbi.nlm.nih.gov/pubmed/32590114
http://doi.org/10.3390/nu8070431
http://www.ncbi.nlm.nih.gov/pubmed/27428996
http://doi.org/10.1039/D0FO02894K
http://www.ncbi.nlm.nih.gov/pubmed/33650604

	Introduction 
	Results 
	HPLC Analysis of CF 
	Potential Targets of CF Treatment of Liver Injury 
	GO Biological Process and KEGG Pathway Enrichment Analysis 
	The Relationship of CF with Liver Injury Assessed by Molecular Docking 
	CF Reduced APAP-Induced Injury of Hepg2 Cells and Improved Their Viability 
	Inhibitory Effect of CF on APAP-Induced Inflammation in HepG2 Cells 
	Inhibitory Effect of CF against APAP-Induced Apoptosis in HepG2 Cells 

	Discussion 
	Material and Methods 
	Chemicals and Reagents 
	Preparation of CF from Leaves of A. fragrans 
	Network Pharmacology Analysis of the Effect of CF on Liver Injury 
	Molecular Docking Analysis of CF on Liver Injury 
	Cell Culture 
	Cell Culture 
	Analysis of Biochemical Indicators in APAP-Induced HepG2 Cells 
	Determination of Cell Apoptosis 
	Detection of Mitochondrial Membrane Potential (MMP) 
	Western Blotting Analysis 
	Statistical Analysis 

	Conclusions 
	References

