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Figure S1. (a) Fluorescence spectra recorded along the inverse titration of TP3-T6 with curaxin; (b) 
Experimental (red symbols) and fitted (green line) fluorescence intensities at 450 nm for the 
titration of TP3-T6 at different concentration of curaxin. Conditions: 20 mM phosphate buffer (pH 

7.1), 70 mM KCl of 2.41 M TP3-T6 and increasing concentrations of 376.3 M of curaxin. 
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Figure S2. Complete set of CD spectra recorded along the melting of TP3-T6 (a) and of the TP3-
T6:curaxin (1:3) mixture (b). DNA and ligand concentration were 2 and 6 μM, respectively, 20 mM 
phosphate buffer (pH 7.1), 70 mM KCl. 
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Figure S3. Results of the analysis by means of MCR-ALS of the complete set of CD spectra recorded 
along the melting of TP3-T6. (a) and (b) represent the concentration profiles and pure spectra 
calculated when two components were considered; (c) and (d) represent the concentration profiles 
and pure spectra when three components were considered. The shape of the profiles calculated in (c) 
for the species red and orange do not follow a logical behavior in melting experiments, as they should 
evolve along the melting. In addition, the decrease in the lack of fit when going from two (5.9%) to 
three (4.1%) components has not been considered an important factor to support the choice of three 
components. 
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Figure S4. CD spectra measured along the titration of TP3-T6 with BA41. Inset show the DNA: 
ligand ratios. DNA concentration was 2 μM, 20 mM phosphate buffer (pH 7.1), 70 mM KCl.  

 
   



S6 
 

 

 
Figure S5. Fraction of folded DNA vs. temperature calculated from the melting of TP3-T6 and of the 
TP3-T6/BMH-21 and TP3-T6/BA41 1:3 mixture at 265 nm. DNA and ligand concentration were 2 
and 6 μM, respectively, 20 mM phosphate buffer (pH 7.1), 70 mM KCl. 
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Figure S6. (a) CD spectra recorded along the melting of the TP3-T6/PDS 1:3 mixture; (b) Ratio of 
ellipticity/initial ellipticity (as percentage) vs. temperature calculated from the melting of the TP3-
T6/PDS 1:3 mixture at 265 nm. DNA and ligand concentration were 2 and 6 μM, respectively, 20 
mM phosphate buffer (pH 7.1), 70 mM KCl. 

 


