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Figure S1. Evaluation of the effect of genistein on the transcriptional targets of PPARax and SREBP-1c
in steatotic PHHs. PHHs were treated with 1 mM FFA for 24 h, followed by 24 h of additive treatment
with genistein (0, 1, 5, 10, 50, 100 uM). Relative expression levels of (A) CPTIL, (B) ACSL1 and (C)
FASN mRNA were determined by RT-qPCR. Data are shown as mean + SD, n = 5, two-way ANOVA
with Tukey or Sidak post hoc test. p < 0.05 (*). Selected comparisons are shown; for details on the
statistical evaluation, see Table S1C.



