
. . . . . . . . . 110 . . . . . . . . . 120 . . . . . . . . . 130 . . . . . . . . . 140 . . . . . . . . . 150
) OATP1A2------ET-- ---HRIR--C ----LSKLKM FLLAITCAFV SKTL-SGSYM

) OATP1B1------EN-- ---KKTR--Y ----CNGLKM FLAALSLSFI AKTL-GAIIM

) OATP1B3------EK-- ---KKTR--R ----CNGFKM FLAALSFSYI AKAL-GGIIM

) OATP1C1------SE-- ---EKQP--C ----CGELKV FLCALSFVYF AKAL-AEGYL

) OATP3A1------KK-- ---KKKKVSC ----FSNIKI FLVSECALML AQGT-VGAYL

) OATP2A1------SRAG ---RCAR-SV ----FGNIKV FVLCQGLLQL CQLL-YSAYF

) OATP2B1------GKAS PDPQDVRPSV ----FHNIKL FVLCHSLLQL AQLM-ISGYL

) OATP4A1-VSAGQSVAC GWWAFAP-PC LQ-VLNTPKG ILFFLCAAAF LQGMTVNGFI

) OATP5A1DLSKTFSVSS ALAMLQERRC LYVVLTDSRC FLVCMCFLTF IQALMVSGYL

) OATP4C1E-----EGSY GWRNFHP-QC LQ-RCNTPGG FLLHYCLLAV TQGIVVNGLV

) OATP6A1EVDDSLEQPC GLGCLVS-TC CE-CCNNIRC FMIFYCILLI CQGVVF-GLI

. . . . . . . . . 160 . . . . . . . . . 170 . . . . . . . . . 180 . . . . . . . . . 190 . . . . . . . . . 200
) OATP1A2NSMLTQIERQ FNIPTSLVGF INGSFEIGNL LLIIFVSYFG TKLHRPIMIG

) OATP1B1KSSIIHIERR FEISSSLVGF IDGSFEIGNL LVIVFVSYFG SKLHRPKLIG

) OATP1B3KISITQIERR FDISSSLAGL IDGSFEIGNL LVIVFVSYFG SKLHRPKLIG

) OATP1C1KSTITQIERR FDIPSSLVGV IDGSFEIGNL LVITFVSYFG AKLHRPKIIG

) OATP3A1VSVLTTLERR FNLQSADVGV IASSFEIGNL ALILFVSYFG ARGHRPRLIG

) OATP2A1KSSLTTIEKR FGLSSSSSGL ISSLNEISNA ILIIFVSYFG SRVHRPRLIG

) OATP2B1KSSISTVEKR FGLSSQTSGL LASFNEVGNT ALIVFVSYFG SRVHRPRMIG

) OATP4A1NTVITSLERR YDLHSYQSGL IASSYDIAAC LCLTFVSYFG GSGHKPRWLG

) OATP5A1SSVITTIERR YSLKSSESGL LVSCFDIGNL VVVVFVSYFG GRGRRPLWLA

) OATP4C1NISISTVEKR YEMKSSLTGL ISSSYDISFC LLSLFVSFFG ERGHKPRWLA

) OATP6A1DVSIGDFQKE YQLKTIEKLA LEKSYDISSG LVAIFIAFYG DR-KKVIWFV

. . . . . . . . . 210 . . . . . . . . . 220 . . . . . . . . . 230 . . . . . . . . . 240 . . . . . . . . . 250
) OATP1A2IGCVVMGLGC FLKSLPHFLM NQYEYES--T VSVSGNL-SS NSFLCM----

) OATP1B1IGCFIMGIGG VLTALPHFFM GYYRYSKETN INSSENS-TS TLSTCLI---

) OATP1B3IGCLLMGTGS ILTSLPHFFM GYYRYSKETH INPSENS-TS SLSTCLI---

) OATP1C1AGCVIMGVGT LLIAMPQFFM EQYKYER--- YSPSSNS-TL SISPCLLESS

) OATP3A1CGGIVMALGA LLSALPEFLT HQYKYEA--- -GEIRWG-AE GRDVCAA---

) OATP2A1IGGLFLAAGA FILTLPHFLS EPYQYTLAST GNNSR-L-QA EL--CQ----

) OATP2B1YGAILVALAG LLMTLPHFIS EPYRYDNTSP EDMPQDF-KA SL--CL----

) OATP4A1WGVLLMGTGS LVFALPHFTA GRYEV-ELDA ---------- GVRTC-----

) OATP5A1VGGLLIAFGA ALFALPHFIS PPYQIQELNA SAPNDGLCQG GNSTA-----

) OATP4C1FAAFMIGLGA LVFSLPQFFS GEYKLGSL-F ---------- -EDTCV----
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) OATP5A1PTVGQRSQLR VVIVKTYLNE NGYAVSGKCK --RTCNTLIP -FLVFLFIVT

) OATP4C1TAET------ ---------F GFEAKAGKCE --THCAKLPI -FLCIFFIVI

) OATP6A1DAEG------ ---------D FIDARPGKCD --AKCYKLPL -FIAFIFSTL

. . . . . . . . . 710 . . . . . . . . . 720 . . . . . . . . . 730 . . . . . . . . . 740 . . . . . . . . . 750
) OATP1A2FIYSLAAIPG YMVLLRCMKS EEKSLGVGLH TFCTRVFAGI PAPIYFGALM

) OATP1B1FFSALGGTSH VMLIVKIVQP ELKSLALGFH SMVIRALGGI LAPIYFGALI

) OATP1B3LFSATGGTTF ILLTVKIVQP ELKALAMGFQ SMVIRTLGGI LAPIYFGALI

) OATP1C1YTLSLGGIPG YILLLRCIKP QLKSFALGIY TLAIRVLAGI PAPVYFGVLI

) OATP3A1LIGAMAQTPS VIILIRTVSP ELKSYALGVL FLLLRLLGFI PPPLIFGAGI

) OATP2A1LIACISHNPL YMMVLRVVNQ EEKSFAIGVQ FLLMRLLAWL PSPALYGLTI

) OATP2B1ALACLTHTPS FMLILRGVKK EDKTLAVGIQ FMFLRILAWM PSPVIHGSAI

) OATP4A1FFTFLSSIPA LTATLRCVRD PQRSFALGIQ WIVVRILGGI PGPIAFGWVI

) OATP5A1FITACAQPSA IIVTLRSVED EERPFALGMQ FVLLRTLAYI PTPIYFGAVI

) OATP4C1IFTFMAGTPI TVSILRCVNH RQRSLALGIQ FMVLRLLGTI PGPIIFGFTI

) OATP6A1IFSGFSGVPI VLAMTRVVPD KLRSLALGVS YVILRIFGTI PGPSIFKMSG

. . . . . . . . . 760 . . . . . . . . . 770 . . . . . . . . . 780 . . . . . . . . . 790 . . . . . . . . . 800
) OATP1A2DSTCLHWGTL KCGESGACRI YDSTTFRYI- -YLGLPAALR GSSFVPALII

) OATP1B1DTTCIKWSTN NCGTRGSCRT YNSTSFSRV- -YLGLSSMLR VSSLVLYIIL

) OATP1B3DKTCMKWSTN SCGAQGACRI YNSVFFGRV- -YLGLSIALR FPALVLYIVF

) OATP1C1DTSCLKWGFK RCGSRGSCRL YDSNVFRHI- -YLGLTVILG TVSILLSIAV

) OATP3A1DSTCLFWSTF -CGEQGACVL YDNVVYRYL- -YVSIAIALK SFAFILYTTT

) OATP2A1DHSCIRWNSL CLGRRGACAY YDNDALRDR- -YLGLQMGYK ALGM----LL

) OATP2B1DTTCVHW-AL SCGRRAVCRY YNNDLLRNR- -FIGLQFFFK TGSVICFALV

) OATP4A1DKACLLWQ-D QCGQQGSCLV YQNSAMSRYI LIMGLL--YK VLGVLFFAIA

) OATP5A1DTTCMLWQ-Q ECGVQGSCWE Y-NVTSFRFV -YFGLAAGLK FVGFIFIFLA

) OATP4C1DSTCILWDIN DCGIKGACWI YDNIKMAHML --VAISVTCK VITMFFNGFA

) OATP6A1ETSCILRDVN KCGHTGRCWI YNKTKMAFLL --VGICFLCK LCTIIFTTIA
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. . . . . . . . . 160 . . . . . . . . . 170 . . . . . . . . . 180 . . . . . . . . . 190 . . . . . . . . . 200
) OATP1A2NSMLTQIERQ FNIPTSLVGF INGSFEIGNL LLIIFVSYFG TKLHRPIMIG

) OATP1B1KSSIIHIERR FEISSSLVGF IDGSFEIGNL LVIVFVSYFG SKLHRPKLIG

) OATP1B3KISITQIERR FDISSSLAGL IDGSFEIGNL LVIVFVSYFG SKLHRPKLIG

) OATP1C1KSTITQIERR FDIPSSLVGV IDGSFEIGNL LVITFVSYFG AKLHRPKIIG

) OATP3A1VSVLTTLERR FNLQSADVGV IASSFEIGNL ALILFVSYFG ARGHRPRLIG

) OATP2A1KSSLTTIEKR FGLSSSSSGL ISSLNEISNA ILIIFVSYFG SRVHRPRLIG

) OATP2B1KSSISTVEKR FGLSSQTSGL LASFNEVGNT ALIVFVSYFG SRVHRPRMIG

) OATP4A1NTVITSLERR YDLHSYQSGL IASSYDIAAC LCLTFVSYFG GSGHKPRWLG

) OATP5A1SSVITTIERR YSLKSSESGL LVSCFDIGNL VVVVFVSYFG GRGRRPLWLA

) OATP4C1NISISTVEKR YEMKSSLTGL ISSSYDISFC LLSLFVSFFG ERGHKPRWLA

) OATP6A1DVSIGDFQKE YQLKTIEKLA LEKSYDISSG LVAIFIAFYG DR-KKVIWFV

. . . . . . . . . 210 . . . . . . . . . 220 . . . . . . . . . 230 . . . . . . . . . 240 . . . . . . . . . 250
) OATP1A2IGCVVMGLGC FLKSLPHFLM NQYEYES--T VSVSGNL-SS NSFLCM----

) OATP1B1IGCFIMGIGG VLTALPHFFM GYYRYSKETN INSSENS-TS TLSTCLI---

) OATP1B3IGCLLMGTGS ILTSLPHFFM GYYRYSKETH INPSENS-TS SLSTCLI---

) OATP1C1AGCVIMGVGT LLIAMPQFFM EQYKYER--- YSPSSNS-TL SISPCLLESS

) OATP3A1CGGIVMALGA LLSALPEFLT HQYKYEA--- -GEIRWG-AE GRDVCAA---

) OATP2A1IGGLFLAAGA FILTLPHFLS EPYQYTLAST GNNSR-L-QA EL--CQ----

) OATP2B1YGAILVALAG LLMTLPHFIS EPYRYDNTSP EDMPQDF-KA SL--CL----

) OATP4A1WGVLLMGTGS LVFALPHFTA GRYEV-ELDA ---------- GVRTC-----

) OATP5A1VGGLLIAFGA ALFALPHFIS PPYQIQELNA SAPNDGLCQG GNSTA-----

) OATP4C1FAAFMIGLGA LVFSLPQFFS GEYKLGSL-F ---------- -EDTCV----

) OATP6A1ASSFLIGLGS LLCAFPS-IN EENKQSKVGI ---------- -EDICE----

. . . . . . . . . 260 . . . . . . . . . 270 . . . . . . . . . 280 . . . . . . . . . 290 . . . . . . . . . 300
) OATP1A2-ENGTQILRP TQD--PSECT KEVKSLMWVY VLVG-NIVRG MGETPILPLG

) OATP1B1NQI-LSLNRA SPEIVGKGCL KESGSYMWIY VFMG-NMLRG IGETPIVPLG

) OATP1B3NQT-LSFNGT SPEIVEKDCV KESGSHMWIY VFMG-NMLRG IGETPIVPLG

) OATP1C1SQLPVSVMEK SKSKISNECE VDTSSSMWIY VFLG-NLLRG IGETPIQPLG

) OATP3A1NGSGGD-EGP DPDLI---CR NRTATNMMYL LLIGAQVLLG IGATPVQPLG

) OATP2A1-KHWQDLPPS KCHSTTQNPQ KETS--SMWG LMVVAQLLAG IGTVPIQPFG

) OATP2B1-P-TTSAPAS APSNGNCSSY TETQHLSVVG IMFVAQTLLG VGGVPIQPFG

) OATP4A1--------PA NPGAVCADST SGLSR--YQL VFMLGQFLHG VGATPLYTLG

) OATP5A1--------TL EPPA-CPKDS GGNNHWVYVA LFICAQILIG MGSTPIYTLG

) OATP4C1--------TT RNSTSCTSST SSL-S-NYLY VFILGQLLLG AGGTPLYTLG

) OATP6A1--------EI KVVSGCQSSG ISFQS-KYLS FFILGQTVQG IAGMPLYILG

. . . . . . . . . 310 . . . . . . . . . 320 . . . . . . . . . 330 . . . . . . . . . 340 . . . . . . . . . 350
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