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Figure S1. Alignment of the sequenced oligonucleotide pool. Constant regions of B1_bank library are 

highlighted in grey. 



 

Figure S1. Alignment of the sequenced oligonucleotide pool (continuation). Constant regions of B1_bank 

library are highlighted in grey.  



 

 

Figure S2. Phylogenetic tree of the sequenced pool of oligonucleotides. 



 

 

Figure S3. Results of elution-based binding assay for candidate aptamers. 
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Figure S4. (a) Time dependence of fluorescent signal during digestion of Fur14 oligonucleotide by Exo I in 

the absence of furaneol and in the presence of 200 µM furaneol; (b) Comparison of exonuclease reaction 

rate for Fur14 the absence of furaneol and in the presence of 200 µM furaneol. Measurements were 

performed in duplicate, error bars were calculated as standard deviation. The difference between the bars 

proved to be statistically significant with p=0.05. 

 


