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exons 1-6

10 20 30 40 50 60 70 80
ATGCCGTTAAATCCAGTGATATCCAAGCTAAGTGGAAAGCTGGTTGTTCTGGCAAGCGCATCTCCACGACGCCTGGAGAT

homology to Maf

exons 1-6

90 100 110 120 130 140 150 160
TTTATCAAATGCTGGTTTACGATTTGAAGTTGTTCCCTCCTGGTTTAAAGAAACACTGGACAAGTCCTTGTTTAAGCACC

homology to Maf

exons 1-6

170 180 190 200 210 220 230 240
CATGTGAATATGCAGTGGAGACAGCTAAACAGAAGGCTTTGGAGGTGGCTCAACGAATGCCATTTAAACACTTGAAAACT

homology to Maf

exons 1-6

250 260 270 280 290 300 310 320
CCAGATATTGTTATCGGAGCGGACACTGTTGTGACTGTTGATGGCTTGATCTTGGAGAAGCCTACAGATAAACAAGATGC

homology to Maf

exons 1-6

330 340 350 360 370 380 390 400
TTACCGTATGCTGTCCAGGTTGAGCGGGAAGGAACATAGTGTCTTTACAGGTGTAGCGATCGTGATCTGCCGTGACAAAA

homology to Maf

exons 1-6

410 420 430 440 450 460 470 480
ATAGTTCAGTAACAGATTACAAAGTGGTTGATTTTTACGAAGAGACAAAAGTGAAGTTTGCAGAATTATCTGAGGAGATG

homology to Maf

exons 1-6 exon 7

490 500 510 i 520 530 540 550 560
CTTTGGGAATATATCAACAGTGGAGAGCCCATGGACAAGGCCGGTGGTTATGGTATTCAAGCTTTGGGTGGCATGTTGGT

homology to Maf
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exon 7

570 580 590 600 610 620 630 640

GGAATATGTGCGAGGAGATTTTCTCAATGTAGTCGGCTTTCCTCTTAACCACTTCTGCAAGCAGTTGGGATCGATTTTCA 640
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................................................................................ 0
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homology to Maf
exon 7
650 660 670 680 690 700 710 720
ATAGTCCACCTGCAAGTCCTGCCCACAAAATCAAACGGGACTGCGATGAAGCTTGGACTCTTGTTAACAAGACCACCAAT 720
................................................................................ 0
................................................................................ 0
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homology to Maf
exon 7
7@0 71_10 750 7§0 7?0 7{_30 790 800
GGGGATGTTGAGCTACTAGAAAATGTTAAAGATGACAGTTTGACATCTGTGCAAGAACAGAATGTAATGEIGARNTINEAGER] 800
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exon 7 exon 8

10 820 0 840 850 0

8 83 86 870
C[EA AMT G CIACAGINY ACIEINEG T C[ISI ARG . . C INT CIXeJ ThReJU T GGATGGGTTCAPNNG TINTCINAAGACTCTATT 878
A T[EINIG CAGAA[A A[ECIEGINEC T[e{ TIAC C Cl[eJA ATV M TCGAATA[NTGGA[GGGTT C[ejy e TCAAGACTCTETT 77
N CAGA[CHNHAACINGGACTENT CCmmNC A ARSRG[O TURNT[EGAAT AJMNT(OFNA T GGENT T CA[MGEAT[MT CyNA A G[§C[FNT AT T 89

exon 8
880 890 900 910 920 930 940 950
(o] A [oF:NeXe] AUNC C AFNA[omNei A AlcYeunenminereyy. . . TGUNA TENA AJNC A[SX66{C T[¢IG T GeHMONNAVN®A T T G[¢] A A[eF e euN A GC A 955
CTCEGCCTGTGAGCTGGGEGTGTTEGA... GCAGTCT...GCGTGTCTGECTGCTGGTEAGGTTT CAGCT 151
INTCAGCINTGTGAGENTINGGGGTGT T CG A[efeny (MCAGTCCCIVWWAGHET CTGATGCIAG(®T G AING T A[AG 169
CECN ION NN N ICNCRON BN MOMCRCRON NN N N ION N N NN JCRUN BORUN N BN IORON BORON N JON BON BON N N ORI ICN NN RN BON N N JUN NUN N N NN RN)
exon 8
960 9?0 980 990 1000 1Q1O 1Q30
TIHAICIHCNNST C TINNWAGGCACT G ALYNG[YC TENC T G G AJNG Clefexe CT TERA[EGC A AGAAAGGGTCAGA...CA@ 1032
TGAGCACCAGT@TGGACGGHACEGAGCGTCTGCTGEETGCGTG GGG CUNGC G CAPNWNC ACIN&NCINCACACC 231
TINGCACCAGTCEWNGAWGGCANTGAGCGTCTGCT GG A T[eMNGINNE T AJNT AT G GGATGTGGAAGTG...GT@ 246
[N JORON BN BUBCRON BOBON OBON N N ION BUBUN N NOBCN ION N ION N N ICICICRCNCRCN N ION NN IORCRON NN JONCRURON N JON N ION JONCN NORCICRCNON ION N N N N I
exon 8 exon 9
10.40 - 1050 1060 10.70 1080 1090 1100 1 1_10
INGINY ANCINETIHTGTACAGEINAATACAGAIYOING GCIYA[GT CIENMNT TCENT GG TEVA[GG[EFNCAGCCCINCMNGTCTCT G CA T GIEEN T [N i §)
ClexeyWi\C TTCTGTACAGTAAEACAGAGATGECGAATETGTTCCTGGTCAAGTCCAGCCCGAAGTCTCTGEATEACTC 311
CING[eIeN W A [ TCTINT AINAGEA[MTACAGAINHTING CINAATCT[MTINCCTGG[EC A ALWRHCAGCCCIMAAINTCTCTGCATGANTN 326
00000 000000000000 0000000000000 0000OCKOCCFOINVIYOGININOVONONONOGINOGNONORNDNYONOGOONODOONONONONORNORNONOGNOLYOVDONDOONOGNORNONOSNOLYONOSNONOVOMOND
exon 9
1120 1130 1140 1150 1160 1170 1180 1190
TCECCACTGCAATGWTATGGTGTGGCCTCTGTTCAGTCATCTAGAGAGCGCTGTAAGGGAGGGCACCAGCCAACATG 1192
GAGTACEGCTCCAGAACCATCTACCEGE@CTGGEATTAECTGAGCGACGCEGTCCGEGACGGGAAGAACCAGTATG 391
G AETTATTCCTCTCHGACCATCTACCCGCTCTGGAACAATCTGGTAGACGCTGTTAGGGAAGGGAAGAACCAGAATG 406
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exon 9 exon 10

1200 1210 1220 1250 126

1230 1240 0 1270
GIJYGCCTTTGGALWAG A AGEY¥NG A AG A C[¢ CRAGEATGHTIATTACNET A AICISEIAAE T THAMAFA C GEREYE
AGAAAGCCTTTGGA[ET[YAA[MTCTRAAGAC]HY GIYA o T[¢T AP CAGGTCIJGATGAWGAGATGTGAAGTTATG
AGAAAINCCT TG GIHET G[MGTCTGAAGA[CENT[¢T T[engeny JIATINT APINC AGGTCAGAGAMGAGATGMTGAAGTTCATG

exon 10

1280 1290 1320 1330 1340

1300 1310 1350
eIy A T Gl A CINTY A T CleJoN A [eFNe T[eFNehiy G GEYNANNG AR T G G{FA Cl§G CIATTCGATCT[HT CIR§GCTAC A AJYACHAGIYT TG
MAMCTGATGAACTCIHYTCTGGALWNA T[6NN¢C G G[¢/C[e]® €T GIAT[YA CAGCMTTCGAMCT[JACG[YIETACAAGACIYATHT G
(FNCTGATGAACTCNA[AE T G GleuNo A TNeFAC G G[®C AjN WA\TING T[MACAGCINTTCGATCT]N INGC TENC A AGENCING T TLWN

exon 10 exon 11

»
>
1360 1370 1400 1410 1420
T

1380 1390 1430
TGATEATCGGAGGHTGCACTGGTGCCIN\TGGCEMNA[GAGTT TENCEYAAAGCA[§ACCCHy T CENGTINACINATEATTTG A C|\
TGA[CTCGGAGGCTGCAETGGRGCCTGGC[NAAMAG T[T GieYqe|GCATACCCH WTCCGTCACMATMTTTGACC
INGATCT[HGGAGGCTGCINCTGGTGC[EMNT GG CyNSIEA G AG[YT[¢/GCUNAAAGINAT APNC C[ENNSIH T C[eFN¢/C G T C A CleJe TUNS T{6G ANNC

exon 11 exon 12

1440 1470 1480 0 1500

1450 1460 149( 1510
T G C CLYeFN CAWCGENSPAT GAGINGG T(QNT T T[§C A G C[SeF WA [CFWNALNNEFNT G A A A[¢] A GENG ¢ A I TGCAGGAGAWTTC
T CAG G[FNANA C T[JNGING AJNA CAT[EINT[EXeFNC CINA[EINYC[YG C TG [ TGINAGGAGACTTC
OO GTCT INCAGA[GNNEC[OC APNCIISC AWNT TNeCleo A G A A[HA T G A CEYC . ClyG (Y WNGC[HGGMGACTTC

exon 12

1550 1560 1570 1580

1520 1530 1540 1590
TTTAAAGAWGA[MCTIACCTINAAGCAGA[YC T[T ARYATTCTTGCEACGGYTCCT[CATGACTGGRCTGAWYG AG A A Aleple]CERNG iy
TTEAAMGAMGA[CTCCCECAEGCHGATCTITACATTCTEGCCCGGATHCT[CATGACTGGACTGA[HA G[egA[dTET[¢
TTT[HAAGAMGALWNTCCCTC[MAGCAGATEINTEN\TACATTCTTGCCCGENATCENTINCATGACTGGAEWAG A[§GAGA A A AJNT C T[N

exon 12 exon 13

o
>
1600 1630 1640 1650 0

1610 1620 1661 1670
S TESNT G A GRYA ATN T[E T oW A ATSNET GlHA[MACCAGG TIGIGGGCTCCTGITHMNC T G A GINMeC TI8C T Gle]Al8G A G G AldC G[el
INCTGCTGA[A AGATIN CINGTEC €@ACCAGGTGGAGEGCTECTGMTIEGCTGARGCTCTENC TIREATGAG G APNEIACH
GCTGCTGAG[HAAGATHINA ClgAldCI FWICCAGGTGGAGGIETCCTGINTINGCAGAGGCTCTIEC T GRENT G A G

exon 18

1680 1 1730

3 1690 1700 1710 720 1740
el AJNGLe]C Cle Al TIe¥NGI CiyG C T TIYA[e{C CC T C AT A T G ACINGAAGGINAAG[YAGEYGIHA[CXFNCENECAGA AT AN
CT IR A[GGTTCAGCTTTATTCCCTCAATATGIWTGGTCCAGAC[HGA[EG GG A G C G AINHECIT CAGAATAC
A INAIYT AWGGTTCAGTMTIT T CHC T[HAA[MATGMTGGTCCAGACHGAAGG[HAAGGANCINNYINGC[ET C[EFY AT A C

exon 18

1750 176 1780 1810 1820

0 1770 1790 1800
AleggeICU§ TIAC T G[gA CIYAIACGGCTTCACT Cf¥YA C ARG T CINAJNCIAC A Cle]GIAC A Al T[eXefuifelG A T G C[§A T[e]C TENiNe T
ACAC[ECTGCTGAACG[YGCCGGCTTCACICACGTACA[NFNHAINECACCGGCAA[FNT(ET ANG A[§G C T[T THT G G C[JAT
ACACINCCTGCTAMING ApNG CIAGGINT T C A[EIT[EA CG T[EC A{e]G T ChyeuyCleXe] A C C G GJIA AFSNMSIAT A[MGATGCTATTCTGGCINYT

exon 18

1830 1840 1850 1860 1870 1880 1890

1272
468
483

1352
548
563

1432
628
643

1512
708
720

1592
788
800

1672
868
880

1743
948
960

1823
1028
1040



