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Supplementary Materials

Figure S1. IR spectrum of cubelin.
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Figure S2. HRESIMS spectrum of cubelin.
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Figure S3. UV-VIS spectrum of cubelin.
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Figure S4. 'H-NMR spectrum of cubelin.
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Figure S5. **C-NMR spectrum of cubelin.
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Figure S6. DEPT-45 NMR spectrum of cubelin.
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Figure S7. DEPT-90 NMR spectrum of cubelin
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Figure S8. DEPT-135 NMR spectrum of cubelin.
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Figure S9. *H-'H COSY NMR spectrum of cubelin
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Figure S10. HETCOR NMR spectrum of cubelin
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Figure S11. HMBC NMR spectrum of cubelin
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Figure S12. NOESY NMR spectrum of cubelin
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P-1000_for windows
optical rotation measurement

Model : P-1030 (A010160639)
No. Sample Mode Data
Comment Sample Name Operator
1 1 (1/10) specific
Cl Litsea a Holder
2 1 (2/10) specific
Cl_Litsea a Holder
3 1 (3/10) specific
Cl_Litsea a Holder
4 1 (4/10) specific
Cl_Litsea a Holder
5 1 (5/10) specific
Cl_Litsea a Holder
[ 1 (6/10) specific
Cl_Litsea a Holder
7 1 (7/10) specific
Cl_Litsea a Holder
8 1 (8/10) specific
Cl_Litsea a Holder
9 1 (9/10) specific
Cl_Litsea a Holder
10 1 (10/10) specific
Cl_Litsea a Holder
11 2 (1/10) specific
Cl_Litsea a Holder
12 2 (2/10) specific
Cl_Litsea a Holder
13 2 (3/10) specific
Cl_Litsea a Holder
14 2 (4/10) specific
Cl_Litsea a Holder
15 2 (5/10) specific
Cl_Litsea a Holder
16 2 (6/10) specific
Cl_Litsea a Holder
17 2 (7/10) specific
Cl_Litsea a Holder
18 2 (8/10) specific
Cl_Litsea a Holder
19 2 (9/10) specific
Cl_Litsea a Holder
20 2 (10/10) specific
a Holder
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Figure S13. Specific Optical Rotation data of cubelin
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